
Station189_DCM_ALL_assembly_NODE_5409_length_12461_cov_12.948412: 3-4,591 (+)

1 2 3 4 5 6 7 8

Station168_SUR_ALL_assembly_NODE_7508_length_12030_cov_9.419207: 1-4,160 (+)

1 2

Station205_MES_ALL_assembly_NODE_4665_length_13709_cov_6.025267: 3-6,155 (+)

1
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0002)

3 4 5 6

Station168_IZZ_ALL_assembly_NODE_10346_length_11809_cov_19.112217: 3-6,044 (+)

1
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0002)

3 4 5 6

Station155_MES_ALL_assembly_NODE_11105_length_10822_cov_159.692115: 4,744-10,821 (-)
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20212223

DNA methyltransferase (CDS_0024)

Station163_SUR_ALL_assembly_NODE_2268_length_16607_cov_13.622644: 1-6,404 (+)

1 2
DNA methyltransferase (CDS_0003)

4 5 6

Station168_DCM_ALL_assembly_NODE_6555_length_15279_cov_18.761364: 1-5,352 (+)

1 2 3

Station209_MES_ALL_assembly_NODE_4177_length_21484_cov_53.245182: 3-13,311 (+)

1 2 3 4 5
endolysin (CDS_0006)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0007)

8 9 10

Station210_SUR_ALL_assembly_NODE_5897_length_19522_cov_135.707145: 6,212-19,520 (-)

202122

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0023)
endolysin (CDS_0024)

2526272829

Station188_SUR_ALL_assembly_NODE_3017_length_21013_cov_9.221729: 3-13,143 (+)

1 2 3 4
endolysin (CDS_0005)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0006)

7 8 9

Station206_SUR_ALL_assembly_NODE_2536_length_21634_cov_63.985310: 3-15,423 (+)

tail fiber protein (CDS_0001)
2 3 4 5 6 7

endolysin (CDS_0008)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0009)

10 11 12

6000 nt

lysis other tail unknown function defence (DefenseFinder)


