holin (CDS_0026)

20 21 22 2324 25 27 endolysin (CDS_0028) 29 30 31 32 DNA helicase (CDS_0033) 34
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SAMNO5414982_al ct4779:16,869-26,843 (+)

18 19 23 24 25 27 DNA helicase
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MGV-GENOME-0297066: 15,301-25,007 (+)

MGV-GENOME-0306301: 15,305-24,177 (+)

23 24
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MGV-GENOME-0300318: 15,305-24,207 (+)

23 24

I —— E—
SRS014613 al ct17822 vs1:15,305-21,655 (+)

26 27 28
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IMGVR_UViG_3300045988_028066|3300045988|Ga0495776_176848:15,317-25,105 (+)

MGV-GENOME-0293005: 15,309-24,162 (+)
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uvig_65988:14,681-24,453 (+)
23 24 25
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MGV-GENOME-0297439:15,262-24,744 (+)
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