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MGV-GENOME-0297066: 39,620-45,875 (+); 1-4,689 (+)
DNA primase/helicase (CDS_0067)
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TemPhD_cluster_48494:37,989-44,840 (+); 1-4,689 (+)
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MGV-GENOME-0293005: 39 081 44,881 (+)
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DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) anti-defence (dbAPIS)




