
uvig_65988: 17,370-28,138 (+)

21 22
23

2425

holin (CDS_0026)
endolysin (CDS_0027)

28 29 30
31

32

DNA helicase (CDS_0033)

34 35 36 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)

MGV-GENOME-0297439: 17,522-29,925 (+)

24 29 DNA polymerase (CDS_0036)

IMGVR_UViG_3300045988_047934|3300045988|Ga0495776_006670: 18,597-27,761 (+)

22 23 27 28 34

IMGVR_UViG_3300045988_041718|3300045988|Ga0495776_006283: 18,503-29,137 (+)

27 28 34 35

IMGVR_UViG_3300045988_028066|3300045988|Ga0495776_176848: 17,572-29,380 (+)

26 27 28

MGV-GENOME-0293005: 18,759-28,536 (+)

28 29

MGV-GENOME-0303663: 17,557-29,470 (+)

23 24 28
MADS__mad1 (CDS_0029)

30 32 36

SRS014613_a1_ct17822_vs1: 17,557-41,028 (+)

28 29 30

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0031)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0032)

33 34 35 36 37 38 39 40 41

9000 nt

DNA, RNA and nucleotide metabolism lysis tail unknown function defence (DefenseFinder) AMR (AMRFinderPlus)


