HNH endonuclease (CDS_0076)
68 69 70 71 72 73 74 75 tRNA-Met(CAT) terminase small subunit (CDS_0077)
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MGV-GENOME-0252491:30,285-33,875 (+)
68 69 1 portal protein (CDS_0002)

uvig 366642:41,332-44,998 (+); 1-2,990 (+)
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62 RM__Type_| MTases FAM_0 (CDS_0063) 64
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uvig 193903:36,067-40,958 (+)
50 52 53 transposase (CDS_0055) 56
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uvig_563179:26,679-31,427 (+)
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MGV-GENOME-0164971:19,110-22 491( )
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IMGVR_UViG_2917692224_000006|2917692224]2917692349|200-38805: 34,939-38,604 (+)
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MGV-GENOME-0248763: 30,485-34,224 (+)
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MGV-GENOME-0243904: 28,037-31,692 (+)
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uvig 443796_:34,342-37,990 (+)
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uvig_497395:15,869-22,559 (-)
56 RM__Type_| MTases FAM_0 (CDS_0057) 58
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IMGVR_UViG_3300029619_000292|3300029619|Ga0245131_1000347|1-38908: 34,205-38,906 (+)
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IMGVR_UViG_3300045988_134744|3300045988|Ga0495776_167417:30,882-36,344 (+)
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MGV-GENOME-0269431: 25, 599 29,653 (+)
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head maturation protease (CDS_0003)

uvig_365291:88,676-41,972 (+); 1-3,832 (+)
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MGV-GENOME-0251805:29,774-34,278 (+)
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uvig 182647:29,559-33,916 (+)
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MGV-GENOME-0241373:30,090-33,512 (+)
2000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision unknown function defence (DefenseFinder) tRNA
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