
IMGVR_UViG_3300028990_000076|3300028990|Ga0169622_100014|30302-68106: 23,641-26,663 (+)

35 36 37 38 39 40 41 42

IMGVR_UViG_3300045988_137106|3300045988|Ga0495776_143656: 17,299-25,088 (+)

23 DNA polymerase (CDS_0024) 25 26 27 29

IMGVR_UViG_3300045988_162281|3300045988|Ga0495776_172942: 22,418-28,935 (+)

transcriptional regulator (CDS_0035)
36 37 38 40

MGV-GENOME-0203648: 11,309-17,971 (+)

retron_type_VI_hth_cluster2_1 (CDS_0016) 17 18 21 23

IMGVR_UViG_3300045988_109097|3300045988|Ga0495776_146699: 19,428-27,246 (+)

30 31 32 34 37

uvig_123035: 22,020-28,517 (+)

35 40 42

uvig_483855: 36,827-44,115 (+)

49

uvig_38655: 15,193-23,872 (+)

tail protein
tail protein (CDS_0020)

21 22 28

uvig_278561: 30,330-39,211 (+)

45 46 50

IMGVR_UViG_3300029619_000292|3300029619|Ga0245131_1000347|1-38908: 19,545-28,422 (+)

33

uvig_543722: 21,905-29,839 (+)

DNA polymerase (CDS_0034) 35 36 37 38 39

uvig_193903: 21,007-28,609 (+)

transcriptional repressor (CDS_0030)
transcriptional repressor (CDS_0031)

capH (CDS_0032) 33

uvig_455717: 18,550-27,343 (+)

transcriptional repressor (CDS_0025)
transcriptional repressor (CDS_0026)

capH (CDS_0027) 28 30 35 37

uvig_443796_: 21,951-28,772 (+)

transcriptional repressor (CDS_0035)
transcriptional regulator (CDS_0036)

capH (CDS_0037) 38

uvig_138548: 24,084-31,073 (+)

40 41

IMGVR_UViG_3300029747_000147|3300029747|Ga0245228_100958: 19,990-28,223 (+)

28 32 33 37 39 DS-15__DS-15A (CDS_0040)

uvig_296864: 26,328-30,706 (+)

43 44

Ma_2019_SRR341680_NODE_298_length_30556_cov_3.042884: 17,098-21,473 (+)

29 30

IMGVR_UViG_2910894862_000003|2910894862|2910894907|87402-133721: 32,128-37,059 (+)

51 52 53

uvig_182647: 20,083-25,423 (+)

30 33 34 35

IMGVR_UViG_3300023506_000020|3300023506|Ga0257040_100861: 21,287-26,133 (+)

29 32 33 34

MGV-GENOME-0251805: 21,208-25,614 (+)

33 34

ivig_2218: 27,754-32,150 (+)

45 46

IMGVR_UViG_3300045988_140049|3300045988|Ga0495776_044967: 25,070-28,501 (+)

39 40

MGV-GENOME-0247061: 19,390-23,801 (+)

31 32

MGV-GENOME-0250651: 21,819-26,198 (+)

35 36

IMGVR_UViG_2534681714_000005|2534681714|2534700048|17734-57922: 25,951-30,403 (+)

37 38

uvig_152023_: 21,149-25,604 (+)

31 32

MGV-GENOME-0164971: 7,890-13,759 (+)

tail protein (CDS_0011) 18 19

IMGVR_UViG_3300023494_000011|3300023494|Ga0257057_100579: 22,007-27,505 (+)

32 33

uvig_197268: 15,951-21,419 (+)

27 28

uvig_106439: 28,207-35,437 (+)

48 49 transposase (CDS_0054)

IMGVR_UViG_2811994998_000001|2811994998|2812063719|528267-568936: 30,413-35,497 (+)

47 48 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0054)

MGV-GENOME-0243551: 18,776-22,554 (+)

29

3000 nt

DNA, RNA and nucleotide metabolism integration and excision tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


