
IMGVR_UViG_3300008275_000007|3300008275|Ga0114253_1000090: 53,518-59,787 (+)

45
HNH endonuclease (CDS_0046)

ATPase (CDS_0047)

HNH endonuclease (CDS_0048)

49

site-specific recombination directionality factor RDF (CDS_0050)

DS-4__DS-4A (CDS_0051)
52 53 54

IMGVR_UViG_3300008336_000001|3300008336|Ga0115198_100008: 49,140-59,382 (+)

exonuclease (CDS_0039)
40 DNA polymerase (CDS_0041)

HNH endonuclease (CDS_0045)
46 49

IMGVR_UViG_3300022590_000021|3300022590|Ga0242630_100007: 47,824-59,094 (+)

38
HNH endonuclease (CDS_0043)

44

site-specific recombination directionality factor RDF (CDS_0045)

47 50 51

TemPhD_cluster_55486: 47,766-58,496 (+)

36 42 45

IMGVR_UViG_3300007107_000004|3300007107|Ga0102632_1000034: 50,241-60,911 (+)

47

IMGVR_UViG_3300008080_000006|3300008080|Ga0105957_100085: 51,009-64,165 (+)

exonuclease
DNA polymerase (CDS_0043)

HEase_00016 homing (CDS_0044)

HNH endonuclease (CDS_0045) 46 50 54
kinase (CDS_0056)
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DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)


