
MGV-GENOME-0135160: 9,754-18,745 (+)

tail length tape measure protein (CDS_0015) 16 17 18 19
holin (CDS_0020)

21 22

MGV-GENOME-0133418: 9,754-18,557 (+)

holin (CDS_0020) 21

uvig_505464: 6,194-15,162 (+)

holin (CDS_0020) 21

MGV-GENOME-0136132: 9,878-18,848 (+)

19

MGV-GENOME-0141133: 3-11,133 (-)

1integrase (CDS_0002)
endolysin (CDS_0003)

holin (CDS_0004)

uvig_276419: 9,611-19,331 (+)

holin (CDS_0019)
endolysin (CDS_0020) 21

uvig_254940: 4,607-13,565 (+)

holin (CDS_0016) endolysin (CDS_0017)

uvig_62598: 61-8,430 (-)

holin (CDS_0001)

uvig_116351: 331-12,292 (-)

1tRNA-Pro(TGG)2endolysin (CDS_0003)
holin (CDS_0004)

MGV-GENOME-4349453: 6,011-17,972 (+)

holin (CDS_0018)
endolysin (CDS_0019) 20 21

OTU_5833: 9,749-19,557 (+)

20
PDC-S42_WP_165601015.1 (CDS_0021)

22

MGV-GENOME-0146085: 9,955-19,990 (+)

holin (CDS_0020)
metallo-endopeptidase (CDS_0021)

22

MGV-GENOME-0179326: 9,887-20,041 (+)

holin (CDS_0019)
metallo-endopeptidase (CDS_0020)

21 22

MGV-GENOME-0154223: 9,951-21,049 (+)

holin (CDS_0020) 21 22 23

uvig_166373: 50-9,339 (-)

endolysin (CDS_0001)holin (CDS_0002)

uvig_264417: 2-8,210 (-)

1holin (CDS_0002)

uvig_106365: 50-13,978 (-)

DNA primase (CDS_0001)
RpoS (VF0112) (CDS_0002)

34
metallo-endopeptidase (CDS_0005)

holin (CDS_0006)

MGV-GENOME-0169311: 9,825-23,100 (+)

holin (CDS_0020) 21 22 23 24 25 26 27 28

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function defence (PADLOC) virulence (VFDB) tRNA pseudogene


