HNH endonuclease (CDS_0053)

40 a1 42 43 a4 45 46 47 43 49 50 51 52 54
L e ———— —_— N I I B S I
SAMEA2738167_b1_ct1:29,668-36,501 (+)
38 39 41 46 47 52
DL _BL__D{+{ > O b — T
SAMEA2738084_b1_ct5: 29,060-36,227 (+)

45 46 48 50

SRS043454 al ct9377:29,702-35,988 (+)

SRS147122 _al ct4276_vs1:20,722-27,999 (+)

44 45 48 52
DL__ Bt L O i
SAMNO01915230_a1_ct2115:29,952-36,764 (+)

45 46 48

é

IMGVR_UViG_3300011914_000005|3300011914|Ga0119804_100189:29,914-36,493 (+)

.

IMGVR_UViG_3300011891_000005|3300011891|Ga0119803_100036:29,418-36,075 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0039)

40 41 45 47 48 53 54
I I I B I I N N I I
SRS074972_al ct5957 vs1:30,061-38,657 (+)
43 44 45
I N I I EE— | [ N I
SAMEA2738077_b1 ct5:28,575-36,998 (+)
RecT-like ssDNA annealing protein (CDS_0036)
37 44 45 46 48 49

A | e — I I B N N I

TemPhD_cluster_62108:27,516-36,178 (+)
44 45

— N O A - I I B S S I

OTU_3102:27,618-35,552 (+)
40 41
D ————————— I S S I R I . — _— I
MGV-GENOME-0231377:25,606-33 562( )
42 43 44 45 46

SRS146738_al_ct13464:27,514-36,339 (+)

37 44 45 46 50 52
I A N N R I I N ]
IMGVR_UVIG_3300045988. 129036]3300045988|Ga0495776 016195: 27.607-36,186 (+)
42 43 45

SAMEA2738091_b1_ct4: 28,319-36,523 (+)
42 43 a4 46

MGV-GENOME-0243513:27,241-35,724 (+)
46

T ] . S E—— _—  —
SAMEA2738096_b1 ct4:29,051-35,669 (+)

3000 nt i
DNA, RNA and nucleotide metabolism unknown function anti-defence (dbAPIS)




