
MGV-GENOME-0319329: 21,670-37,706 (+)

Hoc-like head decoration (CDS_0029)

30 31 32
holin (CDS_0033)

34 35
integrase (CDS_0036)

37 38 39 40 41 42 43
unknown function (CDS_0044)

45

transcriptional regulator (CDS_0046)

47 48 49
50

primase (CDS_0051)
transcriptional regulator (CDS_0052)

53

MGV-GENOME-0317368: 21,670-36,811 (+)

34
integrase (CDS_0035)

36 37 38 39 40 41 42
unknown function (CDS_0043)

44

IMGVR_UViG_3300045988_104098|3300045988|Ga0495776_077702: 21,670-37,706 (+)

endolysin (CDS_0034)
35 36 37 38 39 40 41 42 43 44 45

MGV-GENOME-0313584: 20,584-35,163 (+)

27
integrase (CDS_0032)

33 34 35 36 37 38 39 40 41

IMGVR_UViG_3300045988_124160|3300045988|Ga0495776_057454: 21,667-36,798 (+)

34
integrase (CDS_0035)

36 37 38 39 40 41 42
unknown function (CDS_0043)

44

MGV-GENOME-0318440: 21,664-37,196 (+)

amidase (CDS_0034)
35

integrase (CDS_0036)

37 38 39 40 41 4243
unknown function (CDS_0044)

45

MGV-GENOME-0318973: 21,664-37,453 (+)

34 35
integrase (CDS_0036)

37 38 39 40 41 4243
unknown function (CDS_0044)

45

IMGVR_UViG_3300045988_095383|3300045988|Ga0495776_012572: 21,667-36,573 (+)

34
integrase (CDS_0035)

36 37 38 39 40 4142
unknown function (CDS_0043)

44

IMGVR_UViG_3300045988_120679|3300045988|Ga0495776_177068: 21,668-37,879 (+)

amidase (CDS_0034)
35 36

integrase (CDS_0037)

38 39 40 41 42 4344
unknown function (CDS_0045)

46

IMGVR_UViG_3300045988_100083|3300045988|Ga0495776_057592: 21,971-36,933 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 39 40 4142
unknown function (CDS_0043)

44

MGV-GENOME-0320004: 21,668-38,037 (+)

amidase (CDS_0034)
35 36

integrase (CDS_0037)

38 39 40 41 42 4344
unknown function (CDS_0045)

46

IMGVR_UViG_3300045988_114821|3300045988|Ga0495776_057652: 21,670-37,003 (+)

34 35 36
integrase (CDS_0037)

38 39 40 41 42 4344
unknown function (CDS_0045)

46

MGV-GENOME-0317670: 21,971-36,933 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 39 40 4142 43 44

MGV-GENOME-0318743: 21,668-37,418 (+)

amidase (CDS_0034)
35 36

integrase (CDS_0037)

38 39 40 41 42 4344
unknown function (CDS_0045)

46

MGV-GENOME-0317118: 20,594-36,706 (+)

30 34
integrase (CDS_0035)

36 37 38 39 40 41 42
unknown function (CDS_0043)

44

IMGVR_UViG_3300008722_000011|3300008722|Ga0113880_1000361: 21,667-38,757 (+)

amidase (CDS_0034)
35 36

tRNA-Leu(CAG)

37
integrase (CDS_0038)

39 40 41 42 43 4445
unknown function (CDS_0046)

47

IMGVR_UViG_3300045988_112294|3300045988|Ga0495776_164183: 21,667-36,533 (+)

amidase (CDS_0034)
35 36 37 38 39 40 4142

unknown function (CDS_0043)
44

IMGVR_UViG_7000000498_000186|7000000498|SRS017521_Baylor_scaffold_3364: 21,667-39,042 (+)

endolysin (CDS_0034)
35 36 37 38 39 40 41 42 43 44 45 46 47

IMGVR_UViG_3300045988_067947|3300045988|Ga0495776_168895: 21,668-34,068 (+)

amidase (CDS_0034)
35 36 3738

unknown function (CDS_0039)

40

IMGVR_UViG_3300023289_000002|3300023289|Ga0256630_10174: 21,672-38,665 (+)

endolysin (CDS_0033)

34
integrase (CDS_0035)

36 37 38 39 40 41 4243
unknown function (CDS_0044)

45

IMGVR_UViG_3300045988_098623|3300045988|Ga0495776_096880: 16,672-31,565 (+)

baseplate wedge subunit (CDS_0022)

23

Hoc-like head decoration (CDS_0024)

29
integrase (CDS_0030)

31 32 33 34 35 3637
unknown function (CDS_0038)

39

IMGVR_UViG_3300029745_000116|3300029745|Ga0245251_100635: 21,670-36,648 (+)

amidase (CDS_0034)
35 36

integrase (CDS_0037)
38 39 40 41 42 43

MGV-GENOME-0313480: 21,667-34,970 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 39 40 41

MGV-GENOME-0320517: 21,670-37,031 (+)

34
integrase (CDS_0035)

36 37 38 39 40 41
42

43

unknown function (CDS_0044)

45

IMGVR_UViG_3300014572_000006|3300014572|Ga0134457_1000159: 21,669-36,904 (+)

endolysin (CDS_0033)
integrase (CDS_0034)

35 36 37 38 3940
41

42

unknown function (CDS_0043)

44

IMGVR_UViG_3300045988_185321|3300045988|Ga0495776_056363|3647-57626: 21,670-37,862 (+)

amidase (CDS_0034) 35 36
integrase (CDS_0037)

38 39 40 41 42 43
44

45

unknown function (CDS_0046)

47

MGV-GENOME-0327175: 21,670-41,508 (+)

34 35 36 37 38 39 40 41
integrase (CDS_0042)

43 44 45 46 47 48
49

50 51 52

MGV-GENOME-0337630: 21,670-40,301 (+)

34 35 36 37 38 39
integrase (CDS_0040)

41 42 43 44 45 46
47

48 49 50

MGV-GENOME-0322295: 21,669-36,669 (+)

34
integrase (CDS_0035)

36 37 38

restriction endonuclease (CDS_0039)

4041
42

43

unknown function (CDS_0044)

45

IMGVR_UViG_3300045988_084666|3300045988|Ga0495776_183633: 21,669-36,669 (+)

34
integrase (CDS_0035)

36 37 38

restriction endonuclease (CDS_0039)

4041
42

43

unknown function (CDS_0044)

45

MGV-GENOME-4425707: 21,667-35,762 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37

HNH endonuclease (CDS_0038)

39
40

41

unknown function (CDS_0042)

43

IMGVR_UViG_3300014534_000005|3300014534|Ga0134455_100070: 21,668-36,246 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 39
40

41

unknown function (CDS_0042)

43

MGV-GENOME-0295794: 14,445-28,933 (+)

amidase (CDS_0025)
integrase (CDS_0026)

27 28 29 30
31

32

unknown function (CDS_0033)

34

IMGVR_UViG_3300045988_095366|3300045988|Ga0495776_028752: 21,664-32,896 (+)

amidase (CDS_0033)

34
35

36 37 38

IMGVR_UViG_3300007210_000308|3300007210|Ga0103359_100122|52573-107038: 21,670-38,331 (+)

34 35
36

37 38 39 40 41 42 43 44 45
46

47 48 49

IMGVR_UViG_3300045988_097791|3300045988|Ga0495776_114611: 21,662-36,560 (+)

34
integrase (CDS_0035)

36 37 38 39 40
41

42 43 44

IMGVR_UViG_3300045988_097013|3300045988|Ga0495776_134619: 21,671-32,851 (+)

35 36 37
38

39 40 41

IMGVR_UViG_3300045988_106477|3300045988|Ga0495776_155836: 21,667-31,727 (+)

amidase (CDS_0034)
35 36

MGV-GENOME-0303118: 21,673-31,433 (+)

amidase (CDS_0034)
35 36

MGV-GENOME-0301838: 21,669-30,847 (+)

34

IMGVR_UViG_3300045988_094534|3300045988|Ga0495776_177897: 21,664-33,363 (+)

amidase (CDS_0034)
35

restriction endonuclease (CDS_0036)

37 38 39

MGV-GENOME-0303005: 20,739-31,649 (+)

29 35 36 37

IMGVR_UViG_3300045988_106483|3300045988|Ga0495776_177084: 21,664-34,734 (+)

amidase (CDS_0034)
35 36

integrase (CDS_0037)

38
unknown function (CDS_0039)

40

IMGVR_UViG_3300045988_108412|3300045988|Ga0495776_169470: 21,669-35,563 (+)

34 35
transposase (CDS_0036)

37 38 39

unknown function (CDS_0040)

41

IMGVR_UViG_3300045988_084663|3300045988|Ga0495776_078024: 21,668-35,189 (+)

amidase (CDS_0033)
34 35 36 37 38 39 40

IMGVR_UViG_3300014541_000142|3300014541|Ga0134391_100099|2-63404: 21,670-47,285 (+)

amidase (CDS_0034)

35
Bunzi__BnzB (CDS_0036)

37

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0038)

39 40 41 42 43 44 45 46 47 48 49 5051
integrase (CDS_0052)

53 54 55 56 57 58
59

60

unknown function (CDS_0061)

62

MGV-GENOME-0296971: 21,784-33,638 (+)

35 36 37 41 SbcD-like subunit of palindrome specific endonuclease (CDS_0042)

MGV-GENOME-0293860: 21,669-32,725 (+)

34

MGV-GENOME-0295976: 21,668-33,746 (+)

34 35

MGV-GENOME-0304444: 21,667-35,600 (+)

amidase (CDS_0034)
35 36 3738 39

IMGVR_UViG_3300045988_068032|3300045988|Ga0495776_116571: 21,670-35,905 (+)

34 35 36

integrase (CDS_0037)

38
39

40

MGV-GENOME-0335945: 24,893-35,935 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38

SAMEA2580130_a1_ct24603_vs1: 24,863-40,736 (+)

endolysin (CDS_0034)
integrase (CDS_0035)

36 37
integrase (CDS_0038)

39

PDC-M64C_WP_110053925.1 (CDS_0040)

41 42 43 44 45
46

unknown function (CDS_0047)

48 50

MGV-GENOME-0316514: 24,863-37,502 (+)

34
integrase (CDS_0035)

36

PDC-M64C_WP_110053925.1 (CDS_0037)

38 39 40 41 42
43

44 45

MGV-GENOME-0323321: 24,863-36,274 (+)

34
integrase (CDS_0035)

36 37 38 39
40

41 42

MGV-GENOME-0313869: 22,413-35,672 (+)

32 33
integrase (CDS_0034)

35

PDC-M64C_WP_110053925.1 (CDS_0036)

37 38 3940 41 42

IMGVR_UViG_3300045988_187926|3300045988|Ga0495776_078140|2074-51399: 22,413-33,597 (+)

32
integrase (CDS_0033)

34

PDC-M64C_WP_110053925.1 (CDS_0035)

36 37 3839
unknown function (CDS_0040)

41

Ma_2019_SRR413756_NODE_186_length_54176_cov_7.904399: 22,413-38,447 (+)

32 33 34 35 36
integrase (CDS_0037)

38

PDC-M64C_WP_110053925.1 (CDS_0039)

40 41 4243
unknown function (CDS_0044)

45

IMGVR_UViG_3300045988_116306|3300045988|Ga0495776_134679: 21,670-37,077 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 39 40 41 47

IMGVR_UViG_3300045988_073880|3300045988|Ga0495776_187851: 21,468-37,653 (+)

EF-Tu (VF0877) (CDS_0034)
35 36

integrase (CDS_0037)
38 39 40 4142 4344 45 46 49 50

IMGVR_UViG_3300045988_187530|3300045988|Ga0495776_187851|2-51357: 21,468-34,643 (+)

integrase (CDS_0034)
35 36 37 3839 4041

unknown function (CDS_0042)
43

MGV-GENOME-0316056: 21,725-36,134 (+)

34
integrase (CDS_0035)

36 37 38 39
40

41 4243 44 45

uvig_300572: 21,605-37,713 (+)

amidase (CDS_0034)
35

CII-like regulator (CDS_0036)
integrase (CDS_0037)

38 39 40
41

42 4344

unknown function (CDS_0045)

46

uvig_282257: 21,604-35,687 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 3940 41 42
unknown function (CDS_0043)

44

IMGVR_UViG_3300045988_073749|3300045988|Ga0495776_000627: 21,671-35,965 (+)

amidase (CDS_0034)
integrase (CDS_0035)

36 37 38 3940 41 42 43 44

MGV-GENOME-0315020: 21,530-35,505 (+)

35
integrase (CDS_0036)

37 38 39 4041 42 43 44 45

MGV-GENOME-0315715: 21,659-35,536 (+)

35
integrase (CDS_0036)

37 38 39 40 41
42

43 44 45

IMGVR_UViG_3300045988_031203|3300045988|Ga0495776_163202: 21,604-31,623 (+)

34 35 36 37

MGV-GENOME-0325512: 21,721-43,761 (+)

33 34 35 36
integrase (CDS_0037)

38 3940 4142 43 44 47 51

IMGVR_UViG_3300045988_186649|3300045988|Ga0495776_142074|272-52275: 21,721-38,900 (+)

amidase (CDS_0033)
integrase (CDS_0034)

35 3637 3839
unknown function (CDS_0040)

41

MGV-GENOME-0304003: 21,718-35,391 (+)

amidase (CDS_0033)
integrase (CDS_0034)

DS-34__DS-34A (CDS_0035)

36 37 3839 40 41

IMGVR_UViG_3300045988_090756|3300045988|Ga0495776_160532: 21,668-48,652 (+)

amidase (CDS_0033)

integrase (CDS_0034)
transcriptional repressor (CDS_0035)

36 37
DNA primase (CDS_0038)

39 40 41 42

RNA polymerase sigma factor (CDS_0043)

44
tail length tape measure protein (CDS_0045)

46 47 48 49 50 51 52
53

54

unknown function (CDS_0055)

56

IMGVR_UViG_3300029856_000349|3300029856|Ga0245296_100344|2-63928: 21,668-47,271 (+)

endolysin (CDS_0033)

integrase (CDS_0034)
transcriptional repressor (CDS_0035)

36 37
DNA primase (CDS_0038)

39 40 41 42

RNA polymerase sigma factor (CDS_0043)

44
tail length tape measure protein (CDS_0045)

46 47 48 49 50
51

52

unknown function (CDS_0053)

54

IMGVR_UViG_3300045988_141609|3300045988|Ga0495776_163478: 50,117-65,684 (+)

amidase (CDS_0081)
82 83

integrase (CDS_0084)

85 86 87 88

RM_Type_II__Type_II_REase10 (CDS_0089)
MTase_II_00007 Type (CDS_0090)

91 92
integrase (CDS_0093)

94 95

MGV-GENOME-0328545: 51,318-58,278 (+)

78
integrase (CDS_0079)

80 81

MGV-GENOME-0356035: 35,889-43,317 (+)

amidase (CDS_0059)
60 61

integrase (CDS_0062)

63

MGV-GENOME-0318838: 35,930-43,243 (+)

59 60 61
integrase (CDS_0062)

63

IMGVR_UViG_3300045988_085641|3300045988|Ga0495776_028568: 42,163-49,386 (+)

amidase (CDS_0064)
65 66

integrase (CDS_0067)

68

10000 nt
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