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MGV-GENOME-0297487:9,869-24,254 (+)
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MGV-GENOME-0283552:9,456-21,109 (+)
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SAMNO5826579_al_ct26587_vs1:9,869-28,409 (+)
22 23 tail protein (CDS_0024) 25 2627 28 29 30 31
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MGV-GENOME-0322357:9,869-32,215 (+)
endolysin (CDS_0031)
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IMGVR_UViG_3300029736_000268|3300029736|Ga0245186_100182|72921-133301: 9,869-38,584 (+)
endolysin (CDS_0031)
22 23 tail protein (CDS_0024) 25 2627 28 29 30 | 32 3334 35 36
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IMGVR_UViG_3300045988_144870|3300045988|Ga0495776_164155:9,869-35,037 (+)
Menshen__NsnA (CDS_0013)
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MGV-GENOME-0238387: 1-13,183 (+)
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