restriction endonuclease (CDS_0051) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0055)

46 47 48 49 50 52 53 54 RusA-like Holliday junction resolvase (CDS_0056)
Sy S N T oy Wy W S S— W— — —

I
uvig 389065:27,402-32,132 (+)
RusA-like Holliday junction resolvase (CDS_0058)
HNH endonuclease (CDS_0052) Mom-like DNA modification protein (CDS_0057) 59
[y S O, S g, O e, | O S— R W g WS S
IMGVR_UViG_3300045988_036869|3300045988|Ga0495776_025142:28,133-33,577 (+)
43 Mu Gam-like end protection (CDS_0048)

—— e ——— B
MGV-GENOME-0271569:27,154-31,565 (+)

anti-repressor Ant (CDS_0043) Mu Gam-like end protection (CDS_0048)

I ——) [ """ B ————————————— I
uvig_186276:27,290-32,445 (+)

42 43 44 49 50 51
B —{ O - o OO o -

— E— — ———— & — — | ——§— — ————
MGV-GENOME-0269469:26,870-32,626 (+)

41 42 47 replication terminator (CDS_0050) 51 53

I —— . . —— ————  —§ — ——"——§ > ;- — | ———————— "]
IMGVR_UViG_3300045988_015989|3300045988|Ga0495776_071617:25,385-31,332 (+)

I 2000 nt {
DNA, RNA and nucleotide metabolism other transcription regulation unknown function anti-defence (dbAPIS)
I




