
IMGVR_UViG_3300045988_134500|3300045988|Ga0495776_186447: 60,625-68,193 (+)
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IMGVR_UViG_3300045988_185372|3300045988|Ga0495776_136940|8233-83451: 60,617-67,955 (+)
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MGV-GENOME-0354289: 60,617-76,189 (+)
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IMGVR_UViG_3300045988_129214|3300045988|Ga0495776_149750: 56,053-69,423 (+)
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IMGVR_UViG_3300045988_151254|3300045988|Ga0495776_149828: 54,603-69,560 (+)
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resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0081)
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DNA methyltransferase (CDS_0088)
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IMGVR_UViG_3300045988_156526|3300045988|Ga0495776_137141: 56,173-70,874 (+)
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resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0085)
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IMGVR_UViG_3300045988_186315|3300045988|Ga0495776_163750|6479-82234: 56,173-68,492 (+)
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IMGVR_UViG_3300045988_140608|3300045988|Ga0495776_163750: 56,173-74,970 (+)

83 84 85
SigE (VF0295) (CDS_0086)

87 88 8990
91

92
93

94 95 96 97 98 99
100

101
102

103 104
105

106
107

108

109 110

MGV-GENOME-0374161: 56,173-74,970 (+)
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IMGVR_UViG_3300045988_151701|3300045988|Ga0495776_160505: 56,173-64,286 (+)
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IMGVR_UViG_3300045988_120587|3300045988|Ga0495776_149315: 57,053-64,418 (+)

RecT-like ssDNA annealing protein (CDS_0082)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0083)
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IMGVR_UViG_3300029388_000004|3300029388|Ga0243998_1000220: 59,738-66,118 (+)
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uvig_445730: 59,738-76,680 (+)
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resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0091)
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IMGVR_UViG_3300029515_000224|3300029515|Ga0244841_100118|16118-95869: 56,220-72,508 (+)
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84 85 86 87 88 89 90 91 92 93 94 95
96

9798
99

100

101
102

103 104 106

IMGVR_UViG_3300045988_131755|3300045988|Ga0495776_164651: 56,220-65,861 (+)
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MGV-GENOME-0333977: 86-6,131 (-)

123456
resist_ArsN1a-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family A (NF040503.1) (CDS_0007)
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Minot_Diet_SRR5088935_NODE_6_length_83717_cov_107.324652: 62,836-77,366 (+)
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MGV-GENOME-0354593: 62,596-76,251 (+)
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HNH endonuclease (CDS_0106)
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MGV-GENOME-4431533: 59,701-71,104 (+)
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IMGVR_UViG_3300045988_120020|3300045988|Ga0495776_129919: 59,701-71,104 (+)
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MGV-GENOME-0350058: 59,701-71,145 (+)
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uvig_367549: 62,196-71,499 (+)
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MGV-GENOME-0349411: 62,196-71,422 (+)
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MGV-GENOME-0348261: 57,924-67,346 (+)
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MGV-GENOME-0347108: 57,924-65,677 (+)
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7000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


