
SRS149690_a1_ct14039_vs01: 15,991-22,221 (+)

21 22 23
baseplate protein (CDS_0024)

25 26 27 28 29 30

SRS018145_a1_ct15423_vs01: 17,412-23,152 (+)

29 tRNA-Ser(GCT)

SRS024107_a1_ct8034_vs01: 17,625-24,467 (+)

30 31 32 33 34

SRS077997_a1_ct49762_vs1: 16,142-24,665 (+)

27 28 29
endolysin (CDS_0030)
tail assembly chaperone (CDS_0031)

32

SRS142680_a1_ct40927_vs01: 16,551-21,961 (+)

28 29 30 31

SRS149961_a1_ct60768_vs1: 17,207-27,757 (+)

29 30 31 32
endolysin (CDS_0033)

34 35 36 37 38
transcriptional regulator (CDS_0039)

40

SRS147151_a1_ct99801_vs01: 16,926-23,088 (+)

24 29 PrrC__EcoprrI (CDS_0030)

SRS043422_a1_ct68648_vs01: 15,789-21,497 (+)

27 28

SRS148094_a1_ct50340_vs01: 14,655-27,391 (+)

24 DNA helicase (CDS_0025) 26
DNA helicase (CDS_0027)

28 29 30
DNA methyltransferase (CDS_0031)

RM__Type_I_S_51 (CDS_0032)

transcriptional regulator (CDS_0033)

SRS024580_a1_ct16332_vs01: 16,446-24,619 (+)

27
DNA methyltransferase (CDS_0028)

RM__Type_I_S_51 (CDS_0029)

30 31 32

MGV-GENOME-0179550: 15,951-24,595 (+)

26 27 28 29 30 31 32 33

SRS049147_a1_ct35991_vs01: 15,947-23,891 (+)

tail fiber protein (CDS_0026)
tail protein (CDS_0027)

28 29 30 31 32 33

SRS024277_a1_ct84455_vs01: 15,153-24,943 (+)

25 26 27 28 29 30 31 3233
nucleoside triphosphate pyrophosphohydrolase (CDS_0034)

35 36 37

SRS022143_a1_ct26615_vs01: 15,968-23,059 (+)

26 27 28
nucleoside triphosphate pyrophosphohydrolase (CDS_0029)

30 31 32

SRS056896_a1_ct22565_vs1: 17,387-30,798 (+)

29 30 31 32 33 34 35 36

anti-CRISPR-Cas (AcrVIA2) (CDS_0037)

38 39 40
DNA methyltransferase (CDS_0041)

RM__Type_I_S_51 (CDS_0042)

43

SRS018439_a1_ct29912_vs01: 17,223-26,506 (+)

29 30 31 32 33

anti-CRISPR-Cas (AcrVIA2) (CDS_0034)

35 36
DNA methyltransferase (CDS_0037)

RM__Type_I_S_51 (CDS_0038)

39

SRS148877_a1_ct22952_vs1: 16,501-27,249 (+)

28 29 30

RusA-like Holliday junction resolvase (CDS_0031)

32
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0033)

34 35 36

anti-CRISPR-Cas (AcrVIA2) (CDS_0037)

nucleoside triphosphate pyrophosphohydrolase (CDS_0038)

39 40

SRS016569_a1_ct29400_vs01: 15,117-26,412 (+)

25 26 27 28 29 30 31 32 33 34 35

RusA-like Holliday junction resolvase (CDS_0036)
DNA methyltransferase (CDS_0037)

RM__Type_I_S_51 (CDS_0038)
39

MGV-GENOME-0184139: 15,628-25,305 (+)

26 27 28 29
tail assembly chaperone (CDS_0030)

DNA methyltransferase (CDS_0031)

32

anti-CRISPR-Cas (AcrVIA2) (CDS_0033)

34 35 36 37 38

5000 nt

DNA, RNA and nucleotide metabolism lysis other tail transcription regulation unknown function defence (DefenseFinder) anti-defence (dbAPIS) tRNA


