hemolysin (CDS_0032) anti-repressor (CDS_0039)
endolysin (CDS_0034) 43
29 31|metallo-protease (CDS_0036) 41
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uvig_490618_:22,651-30,419 (+)

endolysin (CDS_0034)
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36 37 40 44
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uvig 498276:22,654-30,090 (+)
transcriptional repressor (CDS_0035)
PD-Lambda-1_WP_005960421.1 (CDS_0041)

tail fiber protein (CDS_0027) transcrlptlonal regulator (CDS_0043)
endolysin (CDS_0033) Retron Vl __HTH (CDS_0044)
32 [ 34|36 37 38 3940 | a2 T 50
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uvig 114122:21,748-35,588 (+)

transcriptional repressor (CDS_0036) PDC-S25_WP_158408084.1 (CDS_0045)
endolysin (CDS_0034) endonuclease (CDS_0043)
33 35| 37 38 39 40 41 42 44 46 47 48 54
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uvig_113788:22,623-40,836 (+)
transcriptional repressor (CDS_0036)
PDC-525_WP_158408084.1 (CDS_0041)
endolysin (CDS_0034) metallo-protease (CDS_0042)
33 | 35/37 38 3940 | | 43 44
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MGV-GENOME-0305089: 22,623-34,509 (+)
phosphoadenosine phosphosulfate reductase (CDS_0047)

PDC-525_WP_158408084.1 (CDS_0053)
EF-Tu (VF0460) (CDS_0048)
transcriptional repressor (CDS_0036) endonuclease (CDS_0051)
endolysin (CDS_0034) ABC transporter (CDS_0044) 49 metallo-protease (CDS_0054)
28 33 35/ 3738 39 40 41 42 43 45 46 T50 52 | T 55 56
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uvig_182546:21,585-46,926 (+)
transcriptional repressor (CDS_0036)
metallo-protease (CDS_0041)
endonuclease (CDS_D039)
endolysin (CDS_0034) T ‘
33 | 35/ 3738 | 40 | 42 43
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IMGVR_UViG_3300029862_000289|3300029862|Ga0245308_100248|18852-64320:21,585-32,997 (+)
transcriptional repressor (CDS_0036)
PD-Lambda-1_WP_005960421.1 (CDS_0040)
endolysin (CDS_0034) capH (CDS_0042)
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IMGVR_UViG_3300029043_000241|3300029043]|Ga0169613_100053|55223-102433:22,526-35,162 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0036)
endolysin (CDS_0034) capH (CDS_0038)
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IMGVR_UViG_3300029724_000138|3300029724|Ga0245182_100009|2-45308:22,557-33,254 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0056)
transcriptional repressor (CDS_0036) PDC-525_WP_158408084.1 (CDS_0055)
endolysin (CDS, 0034) ABC transporter (CDS_0044) endonuclease (CDS_0053) capH (CDS_0058)
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uvig_117903:22,526-52,998 (+)
PD-Lambda-1_WP_005960421.1 (CDS_0054)
transcriptional repressor (CDS_0036) PDC-525_WP_158408084.1 (CDS_0053)
endolysin (CDS_0034) ABC transporter (CDS_0043) endonuclease (CDS_0051) ‘ capH (CDS_0056)
33 35/37 38 39 40 41 42 44 45 46 47 48 49 50 52 55 57
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uvig 428695:22,601-53,711 (+)
transcriptional repressor (CDS_0036)
endonuclease (CDS_0038) phosphoadenosine phosphosulfate reductase (CDS_0047)
endolysin (CDS_0034) ABC transporter (CDS_0044)
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uvig_ 15584 22,549-41, 124(+)

transcriptional repressor (CDS_0036)
endolysin (CDS_0034)
33 35| 37 endonuclease (CDS_0038)
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IMGVR_UViG_3300045988_021411[3300045988|Ga0495776_187533:22,549-30,535 (+)
10000 nt !
DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)
— I L]

defence (PADLOC) virulence (VFDB)




