
uvig_383603: 28,371-36,360 (+)

HEase_00016 homing (CDS_0034)
35 36 37 38 39

toxin-antitoxin system HicB-like (CDS_0040)

41 42 43 44 45 46 47 48

uvig_596574: 27,713-37,700 (+)

transposase (CDS_0036) 39
toxin-antitoxin system HicB-like (CDS_0040)

41 42 43 46
HEase_00016 homing (CDS_0047)

uvig_340296: 26,437-35,433 (+)

37
toxin-antitoxin system HicB-like (CDS_0038)

39 40 41 43 44 46

MGV-GENOME-0360462: 29,032-38,010 (+)

toxin-antitoxin system HicB-like (CDS_0039)
toxin (CDS_0040)

41 43 44 45HEase_00016 homing (CDS_0046) 51

uvig_221588: 28,478-36,332 (+)

39 40 42 43 44
HEase_00016 homing (CDS_0045)

uvig_346596: 27,384-38,929 (+)

37 38 39 40 41 43 AbiLi-1 AbiLi (CDS_0044) 45

MGV-GENOME-0278865: 26,498-37,217 (+)

36 37 38 39

uvig_588701: 28,081-37,600 (+)

38
toxin-antitoxin system HicB-like (CDS_0039)

toxin (CDS_0040)

IMGVR_UViG_3300045988_160156|3300045988|Ga0495776_168908: 29,338-36,521 (+)

40 FS_HP_SDH_sah__SDH_sah (CDS_0041) 43 44

IMGVR_UViG_3300045988_159451|3300045988|Ga0495776_156277: 26,377-36,508 (+)

38 40 AbiLi-1 AbiLi (CDS_0041) 42 43

uvig_351600: 27,730-31,909 (+)

37 42

MGV-GENOME-0332631: 28,529-39,027 (+)

38 39 40 42 43 44 45
HNH endonuclease (CDS_0046)

RNA polymerase beta subunit (CDS_0047)

48 49

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


