RecE-like recombination exonuclease (CDS_0054)
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uvig 383603:37,025-49,300 (+)

RusA-like Holliday junction resolvase (CDS_0078)
PDC-542_WP_165601015.1 (CDS_0074)
59 60 61 62 63 64 65 66 67 68 69 70 72 73 75 7677

uvig 596574:38,365-55,870 (+)
5758 59 60 61 62 63 64 65 66 67 68 69

uvig_588701:38,480-50,716 (+)
57 58 59 60 61 62 63 64
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uvig_340296:36,098-46,923 (+)

transcriptional repressor (CDS_0061)
HEC-09 (CDS_0057)
56 58 59 60 62 63 64 65 70 RusA-like Holliday junction resolvase

MGV-GENOME-0333616:36,836-53,799 (+)

HEC-09 (CDS_0055)  Cl-like repressor (CDS_0059)
54 56 57 58 60 61 62 63

IMGVR_UViG_3300045988_157392|3300045988|Ga0495776_004656: 36,139-52,803 (+)
HEC-09 (CDS 0057)
56 58 59 60 61 62 63 64 65
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uvig_368355:36,797-48,294 (+)

transcriptional repressor (CDS_0051)
48 49 50 52 53 54  DnaB-like replicative helicase (CDS_0055)
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uvwg 351600:31,919-42,594 (+)

transcriptional repressor (CDS_0059) endolysin (CDS_0065)
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MG\/ GENOME-0360980: 38,043-48,665 (+)

transcriptional repressor (CDS_0063) RM_Type_ll_Type_|l_REase06 (CDS_0072)
58 59 60 61 62 64 65 66 67 69 70 71 73 74
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MGV-GENOME-0360462:38,325-56,877 (+)

transcriptional repressor (CDS_0059)
56 57 58 60 61 62 63

MGV-GENOME-0329302: 38,043-55,488 (+)

Cl-like repressor (CDS_0057)
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MGV GENOME-0361109:36,647-46,317 (+)
7000 nt i
DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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