hemolysin (CDS_0033) capH (CDS_0036)
30 31 32 endolysin (CDS_0034) 35 37 38 39 40 41 42

I S — I
MGV-GENOME-0232501: 25,793-30,464 (+)

capH (CDS_0010) 9 8 7

I — E—
MGV-GENOME-0196339: 1,594-6,265 (-)
31 34 35

—
MGV-GENOME-0195413:21,724-25,559 (+)
28 29 88 36 37
— e — I E—
MGV-GENOME-0214480:23,455-29,168 (+)
39 40 41 45 46

I
MGV-GENOME-0220439: 24,997-28,787 (+)

MGV-GENOME-0202304: 1-3,600 (-)

ParB-like partition protein (CDS_0044)
41 42 43 tRNA-Ser(CGA) 45 46 47 48 49

!
g

I —
MGV-GENOME-0237190:27,125-34,747 (+)
41 42 43  ParB-like partition protein (CDS_0044) 45 46 47 48

I
MGV-GENOME-0239100: 27,150-35,089 (+)

—
MGV-GENOME-0196611:2-4,496 (-)

MGV-GENOME-0221976:26,316-31,895 (+)
3000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function defence (PADLOC) tRNA
— I I




