tail protein (CDS_0021) transposase (CDS_0029) Holliday junction resolvase (CDS_0039)
tail protein (CDS_0026) DNA invertase (CDS_0024) AbiGi (CDS_0031) protease (CDS_0036) 40
18 19 22 23 25 26 27 28 biGii (CDS_0030) 32 3334 35 | 37 38 141 DS-15_DS-15A (CDS_0042)
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uvig 383221:14,437-31,562 (+)
transposase (CDS_0025)

DNA invertase (CDS_0020) AbiGi (CDS_0027)
15 21 22 23 24 biGii (CDS_0024) 28 29 30 31 protease (CDS_0032)
I L = By e N ) Sy Sy & 0 [ B Sy )

IMGVR_UViG_3300029187_000054|3300029187|Ga0168669_100385: 12,635-28,972 (+)
transposase (CDS_0028)
DNA invertase (CDS_0023) AbiGi (CDS_0030) protease (CDS_0035)
22 24 25 26 27 biGii (CDS_0029) 31 3233 34 39
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IMGVR_UViG_3300030381_000393|3300030381|Ga0167499_1000280|34523-67918: 13,518-27,985 (+)

transposase (CDS_0031)
DNA invertase (CDS_0026) AbiGi (CDS_0033)
21 2223 24 25 27 28 29 30 biGii (CDS_0033) 34 35 36 37 protease (CDS_0038)
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uvig_127903:13,875-32,004 (+)

transposase (CDS_0025)

AbiGi (CDS_0027)
22 2324 AbiGii(CDS 0028) 28 29 30 31 protease (CDS_0032)

IMGVR_UViG_3300029459_000147|3300029459|Ga0244094_100033| 168566-201344: 14,184-28,343 (+)
RelE-like toxin (CDS_0026)
“endolysin (CDS_ 0029)
24
21 22 23]25

2728 @T 32 33 protease (CDS_0034)

IMGVR_UViG_3300029217_000217|3300029217|Ga0168678_100078|219-31133:13,875-26,479 (+)
tail length tape measure protein tail fiber protein (CDS_0020)
endolysin (CDS_0014) tail protein (CDS_0019) 2122 23 24 25 26 protease (CDS_0027)
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uvig_335043:11,573-23,511 (+)
endolysin (CDS_0029)
31
22 232425 26 27 30 | 32 3334
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IMGVR_UViG_3300029477_000249|3300029477|Ga0244129_100676|3904-36482: 14,491-27,533 (+)
endolysin (CDS_0028)

integrase (CDS_0025) 30
22 23 24 26 27 29131
DDOEC b O— O OPEb0robb

uvig_437464:14,299-26,279 (+)

methyltransferase (CDS_0035) transposase (CDS_0037)
tail fiber protein (CDS_0022) 23 24 2526 27 28 2930 31 3233 34 DNA invertase (CDS, 0033) 38 39 40 41 42

43
44 45
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uvig 295664: 14,799-36,882 (+)
24 26
22 23[25727
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transposase (CDS_0023) 29
22 24 25 26 27 28 3031
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IMGVR _UViG_3300029197_000154|3300029197|Ga0167473_100018|134495-165797: 14,474-25,967 (+)
transposase (CDS_0023)
DNA invertase (CDS_0022) protease (CDS_0030)
21 | 24 25 26 2728 29 | 31
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uvig_123984:14,269-27,349 (+)

30 32
22 2324252627 28 2931 [3334

e ———
IMGVR_UViG_3300029127_000178|3300029127|Ga0168774_100038|160751-191385: 14,299-25,714 (+)

PD-T4-7_PD-T4-7 (CDS_0023)
DNA invertase (CDS_0022)
20 21 \ 24 25 2627 2829

I | E— — . — R s -
uvig_237785:14,005-26,852 (+)

PD-T4-7_PD-T4-7 (CDS_0023)
21DNA invertase (CDS_0023) 24 25262728 29 30

e I S N — O E— -
uvig_334023:13,780-26,329 (+)

tail protein (CDS_0019) DNA invertase (CDS_0021) 29
tail fiber protein (CDS_0020) 22 23 24 25 26 2728 [30 31

Ma_2019_SRR413616_NODE_776 length_31654 cov_2.979968:11,687-26,711 (+)
tail protein (CDS_0018) transposase (CDS_0020)
DNA invertase (CDS_0019) 21 22 23 24 25 26 27

S S S e —
IMGVR_UViG_3300029462_000011|3300029462|Ga0244093_100468: 11,705-26,731 (+ )
tail fiber protein (CDS_0022) DNA invertase (CDS_0026)
23 24 25 27 28 29 30 3132 33 34 3536 protease (CDS_0037)
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IMGVR _UViG_3300029488_000222|3300029488|Ga0244072_100029|2-35340: 14,202-30,692 (+)
8000 nt |
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)
— I —_—

defence (PADLOC) tRNA
I I




