
MGV-GENOME-0177774: 13,063-24,330 (+)

21 22
tail protein (CDS_0023)

24 25 26 27
tRNA-Met(CAT)

terminase small subunit (CDS_0028)

MGV-GENOME-0157769: 9,525-21,522 (+)

14 19
minor tail protein (CDS_0020)

21 22

MGV-GENOME-0160568: 9,518-21,891 (+)

19

minor tail protein (CDS_0020)
21

22 23
24

25 toxin-antitoxin system HicB-like (CDS_0026)

MGV-GENOME-0164129: 9,530-22,375 (+)

19
minor tail protein (CDS_0020)

21 22 23 24 25

MGV-GENOME-0160938: 9,521-21,769 (+)

19
minor tail protein (CDS_0020)

21 22 23 24

OTU_5560: 8,986-20,771 (+)

18
minor tail protein (CDS_0019)

20 21

OTU_5337: 8,983-21,659 (+)

18
minor tail protein (CDS_0019)

20 21 22 23

Ma_2019_SRR413698_NODE_647_length_26667_cov_3.979257: 9,519-26,665 (+)

19
minor tail protein (CDS_0020)

21 22 23

hemolysin (CDS_0024)

25
endolysin (CDS_0026)

27 28
VCA0458 (CDS_0029)

30

SAMN00792043_a1_ct88099_vs1: 9,519-25,162 (+)

19
minor tail protein (CDS_0020)

21 22 23

hemolysin (CDS_0024)

25
endolysin (CDS_0026)

VCA0458 (CDS_0027)

28

MGV-GENOME-0177406: 9,518-24,279 (+)

19
minor tail protein (CDS_0020)

21 22 23
hemolysin (CDS_0024)

25 26 27 28

uvig_166498: 13,063-27,230 (+)

25
minor tail protein (CDS_0026)

27 28 29

hemolysin (CDS_0030)

31 32
toxin (CDS_0033)

toxin-antitoxin system HicB-like (CDS_0034)

uvig_206547: 13,445-25,535 (+)

24
minor tail protein (CDS_0025)

26 toxin (CDS_0027)
toxin-antitoxin system HicB-like (CDS_0028)

MGV-GENOME-0181490: 13,063-24,893 (+)

25 26 27 28 29
toxin (CDS_0030)

toxin-antitoxin system HicB-like (CDS_0031)

MGV-GENOME-0177347: 9,527-24,271 (+)

19

minor tail protein (CDS_0020)

21
DNA helicase (CDS_0022)

2324 2526 27
toxin (CDS_0028)

toxin-antitoxin system HicB-like (CDS_0029)

MGV-GENOME-0162484: 9,527-22,151 (+)

19

minor tail protein (CDS_0020)
toxin (CDS_0021)

toxin-antitoxin system HicB-like (CDS_0022)

23

MGV-GENOME-0169920: 9,527-23,186 (+)

19 20
21

22 23 24

RM__Type_I_MTases_FAM_0 (CDS_0025)

26

MGV-GENOME-4385023: 9,530-23,010 (+)

19
minor tail protein (CDS_0020)

21 22 23

RM__Type_I_MTases_FAM_0 (CDS_0024)

25

MGV-GENOME-4397824: 9,530-27,492 (+)

19
minor tail protein (CDS_0020)

21 22 23 24
holin (CDS_0025)

endolysin (CDS_0026)

27 28 29
RM__Type_I_MTases_FAM_0 (CDS_0030)

31

MGV-GENOME-0177552: 13,058-24,299 (+)

25
minor tail protein (CDS_0026)

RM__Type_I_MTases_FAM_0 (CDS_0027)

28

SAMEA2737696_a1_ct24879_vs1: 9,530-27,465 (+)

19

minor tail protein (CDS_0020)

21 22 23
endolysin (CDS_0024)

25 26 27 28
lipoprotein (CDS_0029)

metallo-protease (CDS_0030)

transcriptional regulator (CDS_0031)
retron_type_VI_hth_cluster2_1 (CDS_0032)

uvig_142097: 9,530-27,085 (+)

19
minor tail protein (CDS_0020)

21 22 23 24 25 26 27

IMGVR_UViG_3300045988_146382|3300045988|Ga0495776_162807: 9,530-23,859 (+)

19
minor tail protein (CDS_0020)

21

MGV-GENOME-0265977: 9,530-23,129 (+)

19
minor tail protein (CDS_0020)

21

MGV-GENOME-0269567: 9,530-23,859 (+)

19
minor tail protein (CDS_0020)

21

uvig_170035: 9,530-24,760 (+)

19
minor tail protein (CDS_0020)

21 22

MGV-GENOME-0255794: 9,530-22,555 (+)

19 minor tail protein (CDS_0020)

MGV-GENOME-0261853: 9,528-22,483 (+)

19 minor tail protein (CDS_0020)

MGV-GENOME-0276438: 9,530-23,107 (+)

19
minor tail protein (CDS_0020)

21

MGV-GENOME-0255317: 9,530-23,215 (+)

19
minor tail protein (CDS_0020)

21

MGV-GENOME-0301693: 10,012-25,006 (+)

19
minor tail protein (CDS_0020)

21 26 27

MGV-GENOME-0273744: 10,012-23,903 (+)

19 minor tail protein (CDS_0020)

MGV-GENOME-4417509: 10,012-24,140 (+)

19
minor tail protein (CDS_0020)

21

IMGVR_UViG_3300045988_142377|3300045988|Ga0495776_148695: 12,525-24,971 (+)

25
minor tail protein (CDS_0026)

27

IMGVR_UViG_3300029354_000174|3300029354|Ga0243832_100335|197-43378: 9,519-29,366 (+)

19
minor tail protein (CDS_0020)

21 22 23

hemolysin (CDS_0024)

25
endolysin (CDS_0026)

peptide deformylase (CDS_0027)

V_U4 CAS-V-F; (CDS_0028) 30 34

uvig_448101: 9,519-27,534 (+)

19
minor tail protein (CDS_0020)

21 22 23
hemolysin (CDS_0024)

25 endolysin (CDS_0026)

IMGVR_UViG_3300045988_163804|3300045988|Ga0495776_186866: 13,445-30,771 (+)

23
virion structural protein (CDS_0024)

25 26 27 28
endolysin (CDS_0029)

30

7000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) tRNA


