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SAMNO3418263_a1_ct27534 vs1:18,825-32,993 (+)
24 25 26

MGV-GENOME-0251263:17,304-34,956 (+)
transcriptional regulator (CDS_0032)
31
28 2930 | 33 DNA primase (CDS_0034)
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IMGVR_UViG_3300045988_175591|3300045988|Ga0495776_025257:18,824-39,164 (+)
Virulence-associated proteins (VF0679) (CDS_0032)
RpoSTVFOléé) (CDS_0034)
tail fiber protein (CDS_0029)
3031 ‘ 33 35 36 37 38 39 40 41 DNA primase (CDS_0042)
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MGV-GENOME-0312667: 20,059-48,923 (+)
drt-UG26 DRT (CDS_0032)
31
28 29 30] 33
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MGV-GENOME-0263703:19,889-37,113 (+)
tail fiber protein (CDS_0028)
drt-UG26 DRT (CDS_0031)
30 32
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IMGVR_UViG_3300045988_164133|3300045988|Ga0495776_179853: 19,194-36,945 (+)
drt-UG26 DRT (CDS_0035) transcriptional regulator (CDS_0041)
34 Dpd_QueD (CDS_0037)
31 337 36 T3s 39 40 42 DNA primase (CDS_0043)

!
!
-
B
i

IMGVR_UViG_3300045988_179242|3300045988|Ga0495776_068916: 23,304-48,251 (+)
drt-UG26 DRT (CDS_0035)
34 Dpd__QueD (CDS_0037)
33 38 39 40 41 DNA primase (CDS_0042)
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MGV-GENOME-0310516: 23,304-48,104 (+)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (CDS_0036)
drt-UG26 DRT (CDS_0034)
transcriptional regulator (CDS_0039)
32] 35 3738 | 40 DNA primase (CDS_0041)
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IMGVR UVIG, 3300045988, 184454|3300045988| Ga0495776 07344 7|1 185560825 22.878.47,077 (+)
transcriptional regulator (CDS_0034)
3233 | 35 DNA primase (CDS_0036)

- E— I E— E—
MGV-GENOME-0289425:22,878-42,256 (+)

drt- UG26 DRT (CDS_0034)
Amonabactln (VF0649) (CDS_0037) 42
32T 36 38 39 40 41 | 43 44 DNA primase (CDS_0045)
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MGV-GENOME-0325497: 23,334-54,865 (+)
drt-UG26 DRT (CDS_0034)
transcriptional regulator (CDS_0039)
32] 35 36 3738 | 40 DNA primase (CDS_0041)
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IMGVR _UViG_3300045988_186732|3300045988|Ga0495776_142068|3917-56860: 23,334-50,947 (+)
acetyltransferase (CDS_0036)
drt-UG26 DRT (CDS_0034)
RpoS (VF0166) (CDS_0037) 44
30 32T 35 38 39 40 41 42 43 T45 46 DNA primase (CDS_0047)
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MGV-GENOME-0324576: 23,558-54,474 (+)
34
31 32 33 ] 35 36 DNA primase (CDS_0037)
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MGV-GENOME-0302336: 20,681-41,841 (+)
transcriptional regulator (CDS_0035)
drt-UG26 DRT (CDS_0031) 36
30 32 3334 T37 DNA primase (CDS_0038) 43 44 45
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MGV-GENOME-0302021:21,477-46,401 (+)
10000 nt i
DNA, RNA and nucleotide metabolism other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)
I L]




