
MGV-GENOME-0238493: 9,476-25,162 (+)

12

13
14

15 16 17 18

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0019)

20
21

22 DNA primase (CDS_0023) 24

MGV-GENOME-0234064: 9,484-20,670 (+)

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0018)

MGV-GENOME-0232071: 9,476-23,890 (+)

17 18

MGV-GENOME-0296041: 8,934-24,534 (+)

16 17
18

19
20

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0021)

MGV-GENOME-0261110: 9,521-28,792 (+)

18 19 20 21 22

MGV-GENOME-0240030: 9,474-25,381 (+)

17 18 19
20

21 22 23

MGV-GENOME-0314476: 8,780-29,702 (+)

17 18 19 20 21 22 23 24 25

MGV-GENOME-0291940: 8,788-27,518 (+)

18 19
protease (CDS_0020)

2122

MGV-GENOME-0251853: 8,916-27,203 (+)

17 18 protease (CDS_0019)

MGV-GENOME-0288513: 9,268-30,254 (+)

17 18 19 20 21
22

23

24
25

26RM_Type_II__Type_II_MTases_FAM_0 (CDS_0027)

MGV-GENOME-0269195: 8,172-28,477 (+)

10
11

12 13 18 19 20 22 23 24

MGV-GENOME-0257363: 8,780-27,684 (+)

17 18 19

PDC-M64B_WP_002706021.1 (CDS_0020)
21

22
transcriptional regulator (CDS_0023)

MGV-GENOME-0248752: 8,780-26,213 (+)

17 18 19

PDC-M64B_WP_002706021.1 (CDS_0020)
21

22
transcriptional regulator (CDS_0023)

MGV-GENOME-0254476: 11,641-28,420 (+)

23 24 25

PDC-M64B_WP_002706021.1 (CDS_0026)
27

28
transcriptional regulator (CDS_0029)

MGV-GENOME-0277099: 8,780-31,339 (+)

17 18 19 20
21

22

PDC-M64B_WP_002706021.1 (CDS_0023)
24

25
transcriptional regulator (CDS_0026)

MGV-GENOME-0260237: 8,934-22,660 (+)

16
17

PDC-M64B_WP_002706021.1 (CDS_0018)
19

20
transcriptional regulator (CDS_0021)

MGV-GENOME-0255776: 9,476-22,986 (+)

17

PDC-M64B_WP_002706021.1 (CDS_0018)
19

20
transcriptional regulator (CDS_0021)

MGV-GENOME-0260659: 8,780-27,694 (+)

17 18 19

PDC-M64B_WP_002706021.1 (CDS_0020)
21

22
transcriptional regulator (CDS_0023)

MGV-GENOME-0275525: 8,942-22,532 (+)

17

PDC-M64B_WP_002706021.1 (CDS_0018)
19

20
transcriptional regulator (CDS_0021)

IMGVR_UViG_3300045988_180923|3300045988|Ga0495776_047481: 8,780-39,683 (+)

17 18 19 20 21 22
Copper exporter (VF0849) (CDS_0023)

24 25 26 27 28

PDC-M64B_WP_002706021.1 (CDS_0029)
30

31
transcriptional regulator (CDS_0032)

MGV-GENOME-0264617: 8,915-30,175 (+)

17 18 19

PDC-M69A_WP_216276383.1 (CDS_0020)
21

22
transcriptional regulator (CDS_0023)

MGV-GENOME-0252041: 9,484-23,209 (+)

18

PDC-M69A_WP_216276383.1 (CDS_0019)
20

21
transcriptional regulator (CDS_0022)

MGV-GENOME-0275273: 9,725-29,581 (+)

19 20 21 22

MGV-GENOME-0278486: 10,173-29,589 (+)

19 23
24

25
26

MGV-GENOME-0277385: 11,651-26,469 (+)

22 23

MGV-GENOME-0260766: 9,484-24,546 (+)

18 19

IMGVR_UViG_3300029217_000219|3300029217|Ga0168678_100081|111228-157182: 8,933-33,839 (+)

16 17
18

19 20
21

22 23 24 25 26

PDC-M64B_WP_002706021.1 (CDS_0027)

28
29

30

IMGVR_UViG_3300029862_000358|3300029862|Ga0245308_100364|25043-70073: 8,943-32,922 (+)

16 17
protease (CDS_0018)

19 20 21 22 23 24 25 26
27

28
transcriptional regulator (CDS_0029)

MGV-GENOME-0251222: 9,189-26,647 (+)

18 20
21

22
23

anti-repressor Ant (CDS_0028) 29 30

MGV-GENOME-0265073: 8,780-29,977 (+)

17 18 19 20 21 22 23
24

25 26

MGV-GENOME-0257165: 8,943-28,120 (+)

16 17 18 19 20 21 22

MGV-GENOME-0262171: 9,484-28,996 (+)

18 19 20 21 22 23 24
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0025)

MGV-GENOME-0328755: 9,475-30,154 (+)

17 18 19 20 21 22
23

24
25

26

27
28

29
30

31

IMGVR_UViG_3300045988_176025|3300045988|Ga0495776_146566: 9,475-30,299 (+)

17 18 19 20 21 22 23
24

25

26
27

28
29

30

IMGVR_UViG_3300045988_178051|3300045988|Ga0495776_135569: 11,232-32,923 (+)

21 22 23 24 25 26 27 2829
30

31

32
33

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0034)

MGV-GENOME-0282646: 11,232-32,923 (+)

21 22 23 24 25 26 27 2829
30

31

32
33

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0034)

MGV-GENOME-0275281: 11,234-31,443 (+)

21 22 23 24 25 26 27 28
29

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0030)

IMGVR_UViG_3300029561_000008|3300029561|Ga0244853_100552: 11,234-32,570 (+)

21 22 23 24 25 26 27 28 29 30

31
32

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0033)

MGV-GENOME-0256079: 7,717-27,935 (+)

10 13 17 18 19
20

RM_Type_II__Type_II_MTases_FAM_0 (CDS_0021)

MGV-GENOME-0245602: 7,711-26,186 (+)

16 17 18

MGV-GENOME-0197870: 10,290-18,975 (+)

transcriptional regulator (CDS_0018)

23

24
25

26

MGV-GENOME-0265832: 22,913-30,870 (+)

30 31
32

33

34
35

36

MGV-GENOME-0281139: 25,878-33,856 (+)

29
30

31
32

33
34

35
36

IMGVR_UViG_3300045988_177167|3300045988|Ga0495776_138091: 28,455-36,978 (+)

36 37
38

39
40

41RM_Type_II__Type_II_MTases_FAM_0 (CDS_0042)

MGV-GENOME-0259004: 19,888-28,400 (+)

25 26
27

28
29

30RM_Type_II__Type_II_MTases_FAM_0 (CDS_0031)

MGV-GENOME-0246793: 9,799-23,567 (+)

17
18

19 22
23

24
25

26
27

28
29

MGV-GENOME-0250166: 8,178-25,657 (+)

14 20
21

22
23

24
25

26
27

IMGVR_UViG_3300008272_000369|3300008272|Ga0111092_1000038|128412-176998: 29,354-38,741 (+)

31 32
33

3435

36
37

38 39 40

MGV-GENOME-0278238: 22,925-32,036 (+)

25 26
27

28
29

30 31 32

MGV-GENOME-0178030: 3,785-14,519 (+)

4

transcriptional regulator (CDS_0005)

10
11

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0012)

MGV-GENOME-0220876: 13,424-21,862 (+)

21 22
23

24
25

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0026)

MGV-GENOME-0162654: 3,153-12,334 (+)

11
12

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0013)

MGV-GENOME-0278574: 23,675-32,113 (+)

27 28
29

30
31

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0032)

MGV-GENOME-0278200: 10,969-32,037 (+)

23 26 27
28

29
30

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0031)

IMGVR_UViG_3300014522_000056|3300014522|Ga0169727_100091|131-58025: 38,295-43,169 (+)

56 59
60

61 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0062)

IMGVR_UViG_3300014557_000136|3300014557|Ga0169723_100008|80277-129186: 27,888-34,184 (+)

37 38 43

MGV-GENOME-0282446: 9,767-24,859 (+)

16

PDC-M64B_WP_002706021.1 (CDS_0017)

22
23

24
25

26
27

28 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0029)

MGV-GENOME-0293588: 26,408-35,231 (+)

30
31

32
33

34
35

36 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0037)

IMGVR_UViG_3300008716_000274|3300008716|Ga0113874_100234|133-42601: 23,812-32,628 (+)

25 26 27
2829

30 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0031)

IMGVR_UViG_3300029619_000269|3300029619|Ga0245131_1000166|84318-134064: 30,337-39,897 (+)

44
45

46 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0047)

MGV-GENOME-0261214: 20,003-28,826 (+)

25
26

27
28

29
30

31 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0032)

MGV-GENOME-0298271: 9,646-31,772 (+)

18 20 21 23
24

25
26

27
28

29 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0030)

MGV-GENOME-4420304: 9,646-31,208 (+)

20 21 23
24

25
26

27
28

29 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0030)

MGV-GENOME-0287193: 10,256-31,192 (+)

20 22 23 24
2526

27 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0028)

MGV-GENOME-0217236: 9,420-21,222 (+)

16 22 23
24

25
26

27RM_Type_II__Type_II_MTases_FAM_0 (CDS_0028)

MGV-GENOME-0304137: 22,757-31,892 (+)

27 28
29

30

31
32

33
34

3536 37

MGV-GENOME-0275788: 10,038-31,534 (+)

PDC-M69A_WP_216276383.1 (CDS_0018)

19 22
23

24
25

26 2728 29

MGV-GENOME-0300562: 9,455-21,827 (+)

19
20

21

22
23

24
25

26

MGV-GENOME-0301468: 9,182-22,125 (+)

17 18
19

20

21
22

23
24

25

MGV-GENOME-0267776: 9,254-23,710 (+)

22 23
24

25

26
27

28
29

30

MGV-GENOME-0204376: 9,727-18,899 (+)

17

18
19

20
21

22

MGV-GENOME-0195510: 9,392-18,561 (+)

15 18

19
20

21
22

23

MGV-GENOME-0201766: 10,503-19,667 (+)

21

22
23

2425

IMGVR_UViG_3300029851_000122|3300029851|Ga0245290_100524: 24,453-32,882 (+)

28 29
30

31

32
33

34
35

36

IMGVR_UViG_3300045988_178703|3300045988|Ga0495776_117733: 9,476-38,080 (+)

17 18 19 20 21 22 23 24 25 26 27 28 29 30

PDC-M64B_WP_002706021.1 (CDS_0031)
32

33

transcriptional regulator (CDS_0034)

35 36
37

38

39
40

41
42

43

IMGVR_UViG_2938073095_000005|2938073095|2938073095|78351-129350: 30,928-41,739 (+)

43
44

45
46

47 52 54

IMGVR_UViG_3300029096_000134|3300029096|Ga0169213_100060|49492-96259: 26,694-37,507 (+)

33 34
35

36

37
38

39
40

41 48

MGV-GENOME-0282364: 9,213-25,538 (+)

21 22
23

24

25
26

27
28

29

MGV-GENOME-0278640: 9,416-29,384 (+)

18
19

20 22
23

24
25

26

27
28

29
30

31

MGV-GENOME-0249948: 10,334-23,699 (+)

17 19 23
24

25

26

IMGVR_UViG_3300045988_177246|3300045988|Ga0495776_128357: 21,054-29,397 (+)

2526

27
28

29 30 31

MGV-GENOME-4415000: 9,748-22,760 (+)

1819

20
21

22 23 24

MGV-GENOME-0276446: 10,758-31,678 (+)

2425

26
27

28 29 30

MGV-GENOME-0253564: 10,332-27,499 (+)

2324

25
26

27 28 29

IMGVR_UViG_3300045988_174400|3300045988|Ga0495776_176780: 9,474-31,344 (+)

17 18 19 20 21 22 23
24

25
26

27

28
29

30 31 32

MGV-GENOME-0288104: 10,756-30,355 (+)

19 20 21 22 2425

26
27

28 29 30

IMGVR_UViG_2938111462_000001|2938111462|2938111462|3114147-3165149: 31,143-41,754 (+)

46 47
49

50 51 52

IMGVR_UViG_3300045988_177615|3300045988|Ga0495776_179928: 24,274-35,344 (+)

26
27

28
29

30
31

32 33

10000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


