PDC-M64B_WP_002706021.1 (CDS_0022)
transcrip%nal regulator (CDS_0025)
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IMGVR_UViG_3300045988_179007|3300045988|Ga0495776_136037:8,916-24,237 (+)

PDC-M64B_WP_002706021.1 (CDS_0022)
20 transcriptional regulator (CDS_0025)
17 18 19 [21 | 2324
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IMGVR_UViG_3300045988_179292|3300045988|Ga0495776_067592:8,916-24,067 (+)

21 transcriptional regulator (CDS_0023)
17 18 192022

I
E

I ———— 0 —
MGV-GENOME-0278238:8,916-23,224 (+)

PDC-M64B_WP_002706021.1 (CDS_0026)
protease (CDS_0019) transcriptional regulator (CDS_0029)
17 18 20 21 22 23 24 25 | 2728
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IMGVR UViG_3300007641 000165|3300007641|Ga0105527_100054[108868-155894:8,916-28, 366 (+)
PDC-M64B_WP_002706021.1 (CDS_0023)

transcriptional regulator (CDS_0026)

17 18 19 20 21 22 | 2425
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IMGVR_UViG_7000000515_000033|7000000515|SRS049995_LANL _scaffold_16874:8,916-25,974 (+)
PDC-M64B_WP_002706021.1 (CDS_0028)
transcriptional regulator (CDS_0031)

22 3 24 25 26 27 | 2930
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MGV-GENOME-0285219: 11,642-26,950 (+)
PDC-M64B_WP_002706021.1 (CDS_0027)
transcriptional regulator (CDS_0030)
22 23 24 25 26 | 2829
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MGV-GENOME-0285356: 11,642-26,978 (+)
PDC-M64B_WP_002706021.1 (CDS_0027)
transcriptional regulator (CDS_0030)
22 23 24 25 26 | 2829
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MGV-GENOME-0284582:11,642-26,828 (+)

PDC-M64B_WP_002706021.1 (CDS_0025)
transcriptional regulator (CDS_0028)
22 23 24 | 2627

x
;

MGV-GENOME-0265832:11,642-23,212 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0022)
PDC-M64B_WP_002706021.1 (CDS_0024)
transcriptional regulator (CDS_0027)
19 20 21 23 | 2526 |
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MGVR_UViG_3300045988_176862|3300045988|Ga0495776_137792:11,180-27,351 (+)

PDC-M64B_WP_002706021.1 (CDS_0021)
transcriptional regulator (CDS_0024)
19 20 2223 [

17 18
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MGVR_UViG_3300045988_177615|3300045988|Ga0495776_179928:9,476-24,573 (+)

PDC-M64B_WP_002706021.1 (CDS_0020)
transcriptional regulator (CDS_0023)

19 | 2122 |
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MGVR_UViG_3300045988 177246|3300045988|Ga0495776_128357:9,476-21,353 (+)
PDC-M64B_WP_002706021.1 (CDS_0017)

transcriptional regulator (CDS_0020)
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MGV-GENOME-0282446:8,909-16,335 (+)

PDC-M64B_WP_002706021.1 (CDS_0020)
transcriptional regulator (CDS_0023)
17 18 19 | 2122
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MGV-GENOME-0258076: 9,474-20,220 (+)

19 transcriptional regulator (CDS_0021)
17 18  ]20
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GV-GENOME-0253564:9,474-19,455 (+)

<

protease (CDS_0019)
21 transcriptional regulator (CDS_0023)
20 122

17 18
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IMGVR_UViG_3300008716_000274|3300008716|Ga0113874_100234|133-42601:9,476-24,111 (+)
protease (CDS_0020) 29 transcriptional regulator (CDS_0031)
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MGVR_UViG_3300029096_000134|3300029096|Ga0169213_100060[49492-96259:8,941-26,993 (+)

PDC-M69A_WP_216276383.1 (CDS_0023)

protease (CDS_0019)
21 24 transcriptional regulator (CDS_0026)

17 18 20722 | 25 [

MGVR_UViG_3300030084_000075|3300030084|Ga0237953_100004|1-42644:8,992-24,579 (+)- -l
PDC-M69A_WP_216276383.1 (CDS_0022)
protease (CDS 0019)
23 transcriptional regulator (CDS_0025)
17 18 T21 T4

IMGVR_UViG_3300030122_000078|3300030122|Ga0237954_100006|193982-236199:8,992- 24 153 (+)
PDC-M69A WP_216276383.1 (CDS_0021)
protease (CDS_0019)
‘ 22 transcriptional regulator (CDS_0024)
17 18 20 | 23
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MGVR_UViG_3300030244_000079|3300030244|Ga0237956_100023|43803-85980: 8,992-24,108 (+)

PDC-M69A WP_216276383.1 (CDS_0024)
protease (CDS_0019) 25 transcriptional regulator (CDS_0027)
17 18 20 21 22 23 T26

14
IOs8s

IMGVR_UViG_3300030086_000076|3300030086|Ga0237952_100010|23-43680:8,992-25,593 (+)
18 19
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MGV-GENOME-0288513:8,996-22,026 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (CDS_0021)
PDC-M6§A_WP_216276383.1 (CDS_0023)
24 transcriptional regulator (CDS_0026)
16 17 18 19 20 125
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MGVR_UViG_3300029851_000122|3300029851]|Ga0245290_100524: 8,908-24,752 (+)
PDC-M69A_WP_216276383.1(CDS_0020)
21 transcriptional regulator (CDS_0023)
17 18 19 | |22
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MGV-GENOME-0259004: 8,992-20,187 (+)

PDC-M64B_WP_002706021.1 (CDS_0031)
transcriptional regulator (CDS_0034)
21 22 23 24 25 2627 28 29 30 | 3233
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MGV-GENOME-0295804: 9,555-28,754 (+)
PDC-M64B_WP_002706021.1 (CDS_0017)
11 16 T18 19transcriptional regulator (CDS_0020)
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MGV-GENOME-0217236:8,179-12,898 (+)

18 20 21 22 23 2425 26transcriptional regulator (CDS_0027)
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IMGVR_UViG_3300045988_176488|3300045988|Ga0495776_112595:8,780-26,177 (+)

protease (CDS_0020)
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18 19 21 22 23 242526transcriptional regulator (CDS_0027)
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MGV-GENOME-0281139:8,780-26,177 (+)
1213 14 19 20 2122 23 24 25 2627 28transcriptional regulator (CDS_0029)

MGV-GENOME-0283859:8,175-26,672 (+)
PDC-M64B_WP_002706021.1 (CDS_0027)
25 transcriptional regulator (CDS_0030)
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GV-GENOME-0287673: 9,484-25,068 (+)
PDC-M64B_WP_002706021.1 (CDS_0026)
24 transcriptional regulator (CDS_0029)
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MGVR_UViG_3300029245_000021|3300029245|Ga0168762_100687: 9,484-25,019 (+)

PDC-M64B_WP_002706021.1 (CDS_0026)
transcriptional regulator (CDS_0029)

18 19 20 21 22 23 24 25 | 2728
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MGV-GENOME-0289612:9,484-25,511 (+)
25
18 19 20 21 22 23 24] transcriptional regulator (CDS_0026)

MGV-GENOME-0282309: 9,484-23,913 (+)
PDC-M64B_WP_002706021.1 (CDS_0026)
24 transcriptional regulator (CDS_0029)
17 18 19 20 21 22 23 T25 2728
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MGVR_UViG_3300045988_175844|3300045988|Ga0495776_094670:9,476-25,160 (+)

PDC-M64B_WP_002706021.1 (CDS_0025)
transcriptional regulator (CDS_0028)
17 18 19 20 21 22 23 24 | 2627
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MGVR_UViG_3300000293_000007|3300000293|EM308_1000218: 9,476-25,121 (+)

PDC-M64B_WP_002706021.1 (CDS_0024)
transcriptional regulator (CDS_0027)
17 18 19 20 21 22 23 | 2526
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GV-GENOME-0281930: 9,474-24,732 (+)
PDC-M64B_WP_002706021.1 (CDS_0027)
19 25
17 18 20 2 24 T26 | 282930
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MGVR_UViG_3300045988_178535|3300045988|Ga0495776_055783: 9,476-25,403 (+)

PDC-M64B ! WP ' 002706021.1 (CDS_0027)
13 transcriptional regulator (CDS_0030)
17 18 20 2 22 23 24 T 26 | 2829
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MGV-GENOME-0285525:9,476-25,403 (+)
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MGV-GENOME-0304137:9,484-23,056 (+)
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MGV-GENOME-0288104: 9,474-22,311 (+)
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MGV-GENOME-0327185:9,476-24,958 (+)
23 25 transcriptional regulator (CDS_0027)
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MGV-GENOME-0290374:9,474-23,048 (+)
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18 19 20 21 22 23 T25 262728
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MGVR_UViG_3300029682_000186|3300029682|Ga0242767_100206|1-43392: 9,484-24,710 (+)
transcriptional regulator (CDS_0027)

17 18 19 20 21 22 23242526
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IMGVR_UViG_3300007138_000132|3300007138|Ga010264%_100061|3-43030: 9,474-25,133 (+)

19
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MGV-GENOME-0278640:8,942-19,467 (+)

30
17 18 19 20 21 22 232425 26 2728 29 | 31 endolysin (CDS_0032)
i - " " " ;8! 340 4 | | [} |
MGV-GENOME-0309397: 8,992-26,751 (+)
30
17 18 19 20 21 22 232425 262728 293132

IMGVR_UViG_3300045988_175651|3300045988|Ga0495776_154856:8,992-26,751 (

T

RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0032)
transcriptional regulator (CDS_0025)
29 31
16 17 18 19 20 21 222324 27 28730 3
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IMGVR_UViG_3300045988_176448|3300045988|Ga0495776_071241:8,934-26,904 (

transcriptional regulator (CDS_0025)
16 17 18 19 20 21 222324 30
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GV-GENOME-0278574:8,934-26,904 (+)
PDC-M64B_WP_002706021.1 (CDS_0030)
transcriptional regulator (CDS_0033)
21 22 23 24 25 26 27 28 29 | 3132
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MGVR_UViG_3300045988_179144(3300045988|Ga0495776_137710: 11,232-30,333 (+)

PDC-M64B_WP_002706021.1 (CDS_0026)
transcriptional regulator (CDS_0029)
19 20 21 22 23 24 25 | 2728
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IMGVR _UViG_3300029114 000018|3300029114|Ga0168819_100490:9,049-27,699 (+)
PDC-M64B_WP_002706021.1 (CDS_0032)
22 30 transcriptional regulator (CDS_0035)
16 17 18 19 20 21 [23 24 25 26 27 282931 | 3334
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IMGVR_UViG_3300045988_179114|3300045988|Ga0495776_117717:8,934-31,636 (+)
16 17 18 19 20 21 22

<

GV-GENOME-0283435:8,934-25,450 (+)
13 1
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17 18 19 20 21 22
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IMGVR_UViG_3300045988_174044|3300045988|Ga0495776_185659:8,170-25,450 (+)

i

transcriptional regulator (CDS_0024)
19 20 212223

MGV-GENOME-0278200: 10,161-26,828 (+)

transcriptional regulator (CDS_0029)
anti-RM (APIS136) (CDS_0027)

24 25 26 28 |

17 18 19 20 21 22 23

anti-RM (APIS136) (CDS_0026)

17 18 19 20 21 22 23 24 25 27 transcriptional regulator (CDS_0028)
ol ————————————————— | E— LW 1 & N |
MGV-GENOME-0293588:9,476-26,707 (+)
PDC-M69A_WP_216276383.1 (CDS_0018)
transcriptional regulator (CDS_0021)
25 28
17 | 1920 2324 26 | 29DNA primase

MGV-GENOME-0249948: 9.476- 19,168 (+)
23
17 18 2122
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MGV-GENOME-0251222:8,917-20,340 (+)

endolysin (CDS_0026)
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17 19 20 2122 23]25 | 27 2829 30
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MGV-GENOME-0311195:9,476-28,618 (+) .
endolysin (CDS_0026)
24
17 18 19 20 2122 2325 27 2829 30
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MGVR_UViG_3300045988_173472|3300045988|Ga0495776_161786:9,476-28,618 (+)
11 7 18 19 20
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MGV-GENOME-0287193:8,170-22,674 (+)
17 18 19 DNA primase (CDS_0020) 21 22 23 24 25 26
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GV-GENOME-0229284:9,476-28,536 (+)
17
16 [ 18  DNA primase (CDS_0019) 20
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MGV-GENOME-0211106:8,910-24,673 (+)

17 18 19 20 212223  DNA primase (CDS_0024) 25

MGV-GENOME-0247402:8,780-32,901 (+)
17 18 19 20 21 22 23 24 2526  DNA primase (CDS_0027) 28

MGV-GENOME-0264171:8,916-34,528 (+)
anti-repressor Ant (CDS_0028)
anti-repressor Ant (CDS_0027)
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20 21 22 232425 DNA primase (CDS_0026)

MGV-GENOME-0262872:9,725-35,549 (+)
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18 19 20 21 2223

MGV-GENOME-0230825:8,916-28,823 (+)

protease (CDS_0019)
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MGV-GENOME-0220568:8,916-26,994 (+)
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GV-GENOME-0236084: 8,898-29,884 (+)
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21 22 23 24 25 26 27

MGV-GENOME-0240353:9,719-30,619 (+)
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MGV-GENOME-0230320: 9,455-29,966 (+)
17 18 19 20 21 22 23 24
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GV-GENOME-0238982: 9,746-30,418 (+)
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17 18 19 20 21 22 23

MGV-GENOME-0221112:8,780-27,101 (+)
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MGV GENOME-0196533:8,943-22,704 (+)
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MGV-GENOME-0199675:8,780-24,497 (+)
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MGV-GENOME-0203914:9,424-25,258 (+)
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MGV-GENOME-0234635:7,359-29,594 (+)
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TZO DNA primase (CDS_0021) 22

MGV GENOME 0240514:7,359-30,652 (+)

17 18 19 20 21
L | T B ———
MGV-GENOME-0227161:7,359-28,132 (+)
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