
TemPhD_cluster_27364: 7,969-21,806 (+)

tail needle protein (CDS_0008)
head morphogenesis (CDS_0009)

DNA ejection (CDS_0010)

released from the phage upon host infection (CDS_0011)

DNA transfer protein (CDS_0012)
tail spike protein (CDS_0013) O-antigen acetylase (CDS_0014)

tRNA-Leu(TAA)
integrase (CDS_0015) 16 17 18 19

TemPhD_cluster_41938: 7,969-21,989 (+)

tail spike protein (CDS_0013)
GtrC-like O-antigen conversion translocase (CDS_0014)

LPS (VF0124) (CDS_0015)

TemPhD_cluster_27373: 7,969-21,771 (+)

tail spike protein with colonic acid degradation activity (CDS_0013)
tail spike protein (CDS_0014)

O-antigen acetylase (CDS_0015)

TemPhD_cluster_20392: 7,969-21,779 (+)

13 14 O-antigen acetylase (CDS_0015)

TemPhD_cluster_4827: 7,969-21,778 (+)

tail spike protein (CDS_0013) O-antigen acetylase (CDS_0014)

TemPhD_cluster_16951: 7,969-21,778 (+)

13 14 O-antigen acetylase (CDS_0015)

TemPhD_cluster_5397: 7,969-21,778 (+)

tail spike protein (CDS_0013)
O-antigen acetylase (CDS_0014)

O-antigen acetylase (CDS_0015)

TemPhD_cluster_16543: 7,969-21,777 (+)

13 14 O-antigen acetylase (CDS_0015)

TemPhD_cluster_32292: 7,969-21,778 (+)

tail spike protein (CDS_0013)
O-antigen acetylase (CDS_0014)

OatA (VF0441) (CDS_0015)

TemPhD_cluster_7454: 7,969-22,612 (+)

tail spike protein (CDS_0013) O-antigen acetylase (CDS_0014) 17 18 19 20 21

TemPhD_cluster_29950: 7,969-22,613 (+)

tail spike protein (CDS_0013) O-antigen acetylase (CDS_0014) 20

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function virulence (VFDB)

pseudogene


