tall length tape measure protein
mlnor tail protein (CDS_0015)
‘minor tail protein (CDS_0016) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0030)
tail protein (CDS_0018) Lom outer membrane protein (CDS_0021) DrmD_00013 DrmD (CDS_0025)
17 —rtallflber protein (CDS_0019) 20 tail fiber protein (CDS_0022) 23 24 26 27 2829 31
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IMGVR_UViG_2909298281 OOOOO3I2909298281\2909298281|1953665 1998433: 11,688-28,080 (+)
Thoeris_ThsB_Global (CDS_0023) Retron_VI_HTH (CDS_0032)
tail fiber protein (CDS_0019) tail fiber protein (CDS_0021) 22 —r 24 Dsr_l__Dsr1(CDS_0025) 31 T 33
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IMGVR UViG_2718218095_000003|2718218095|2718228583|3901226-3948512: 12,716-35, 835( )

Olokun__OloA (CDS_0023)
tail protein (CDS_0021) 22 Olokun__OloB (CDS_0024)25 26 27 28
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TemPhD_cluster_59148:12,734-33,487 (+)

Olokun__OloB (CDS_0024)
tail fiber protein (CDS_0021) 22 Olokun_0OloA (CDS_0023) 25 26 27
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TemPhD_cluster_23283:12,734-34,633 (+)

tail protein (CDS_0025) 26 27 28 29 30

IMGVR_UViG_2923286960_000001|2923286960|2923286960|624238-668576: 15,428-29,999 (+)
tail fiber protein (CDS_0023)
tail protein (CDS_0021) 22 24
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IMGVR_UViG_2897346870_000006|2897346870|2897346870|3722741-3764562:12,728-26,562 (+)
tail fiber protein (CDS_0021) 22 23 24 25 26
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IMGVR_UViG_2721755709_000003|2721755709|2721801308|3275091-3318560: 12,734-29,140 (+)

tail fiber assembly (CDS_0022)
tail fiber protein (CDS_0021) 23 24 25 26 Type 1 fimbriae (VF1211) (CDS_0027)
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IMGVR _UViG_3300008722_000212|3300008722|Ga0113880_1000476:12,734-30,889 (+)
tail fiber protein (CDS_0021) 22 23 24 25 26 excisionase (CDS_0027)

I E— | — R
IMGVR_UViG_7000000498_000194|7000000498|SRS017521 _Baylor_scaffold_57128:12,734-28,989 (+ )

Lom outer membrane protein (CDS_0020)
minor tail protein (CDS_0016) —ﬁail fiber protein (CDS_0021) tail protein (CDS_0023) 24 25 26 27 28
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IMGVR_UViG_2718218126_000004|2718218126|2718228636|3403573-3449286: 12,387-32,149 (+)
tail fiber assembly (CDS_0023)
DNA invertase (CDS_0024)
21 22 | T 25 26 27 28 lcsP (SopA) (VF0122) (CDS_0029)

TemPhD_cluster_40612:12,734-32,301 (+)
tail fiber assembly (CDS_0022) Carboxylesterase (VF0839) (CDS_0027)
tail fiber protein (CDS_0021) 23 24 25 26 IcsP (SopA) (VF0122) (CDS_0028)

TemPhD_cluster_48091:12,716-31,988 (+)
Carboxylesterase (VF0839) (CDS_0025)
tail protein (CDS_0021) 22 23 24 IcsP (SopA) (VF0122) (CDS_0026)
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TemPhD_cluster_60019: 12,734-30,936 (+)
Carboxylesterase (VF0839) (CDS_0025)
tail fiber assembly (CDS_0022)
17 tail fiber protein (CDS_0021) | 23 24 IcsP (SopA) (VF0122) (CDS_0026)
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TemPhD_cluster_48410: 12,390-30,837 (+)
Carboxylesterase (VF0839) (CDS_0025)
tail fiber assembly (CDS_0022)
tail fiber protein (CDS_ 0021) | 23 24 lcsP (SopA) (VF0122) (CDS_0026) 29
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TemPhD_cluster_35544:12,716-30,889 (+)
long tail fiber protein distal subunit (CDS_0025)
23 24 26

IMGVR_UViIG_2718218452_000013|2718218452|2718229259(3906682-3953181:18,672-31,975 (+)

tail fiber protein (CDS_0021) 22 23 24 2526 27 28

IMGVR_UViG_2870490042_000005|2870490042|2870490042|3735286-3778981:12,734-29,732 (+)
tail fiber protein (CDS_0021) 22 23 24 25 26

IMGVR_UViG_2851966386_000001|2851966386|2851966386|1040649-1084092: 12,734-29,480 (+)
9000 nt 1

DNA, RNA and nucleotide metabolism integration and excision other tail unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA pseudogene
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