tail length tape measure protein (CDS_0014)
13 15 16 17 18 19 20 21 22 23 24 25 26 27 28 2930 3132 33 34 PDC-S13_WP_186842295.1(CDS_0035)
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|\/|g_235 8,893-25,841 (+)

18 19 20 21 22 23 24 25 26 27

F/IGVR?UVi67287%476757000003|2879647675\287%47685|3»85008: 8,893-23,725 (+)
PDC-M69A_WP_216276383.1 (CDS_0037)
holin (CDS_0030) T anti-repressor (CDS_0038)
18 192021 22 23 24 25 26 27 28 29 Tgl endonuclease (CDS_0036)
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IMGVR_UViG_3300029133_000343|3300029133|Ga0168787_100021|99198-135841:8,889-28,097 (+)
holin (CDS_0028)
19 endolysin (CDS_0027)
18 | 20 21 22 23 24 25 26 | 29 3031 32
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(Mig.256726:8,894-25872 (+)
19 holin (CDS_0028)
18 [ 20 21 2223 24 2526 27 |29

¥ ——— L § & & |
IMGVR_UViG_3300029540_000221|3300029540|Ga0244948_100292|182-35687:8,894-23,712 (+)

19 holin (CDS_0027)
18 T 20 21 22 23 24 25 26 28 2930 31
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ivig_1505: 8,886-25,940 (+)
holin (CDS_0027)
19 endolysin (CDS_0026)
18 20 21 2223 24 25 | 28 2930 31
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IMGVR_UVIG_3300045988_ 16 9640]3300045988| Ga0A95776, 176128, 8,683-25.994 (+)
holin (CDS_0028)
29
18 1920 21 22 23 24 25 26 27 T 3031 32

N N . B N .
IMGVR_UViG_3300029132_000212|3300029132|Ga0168796_100519|1-36749:8,883-24,669 (+)
20
18 19] 21

MGV GENOME-0261210:8,883-18,556 (+)
18
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MGV-GENOME-0247568:8,883-17,576 (+)

18 192021 22 2324 25

aG\/—GENOME-OZ46227: 8,883-21,391 (+)
endolysin (CDS_0025)
holin (CDS_0026)
18 1920 21 22 (24 | | 27 28
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IMGVR_UViG_3300029770_000310|3300029770|Ga0168716_100466|22942-58815:8,893-23,796 (+)
endolysin (CDS_0025)
18 19 20 21 22 |24 26
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IMGVR_UViG_3300045988_179473|3300045988|Ga0495776_ 185534 8,893-22,812 (+)
endolysin (CDS_0025)
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18 19 2021 22 [24  holin(CDS_0026) 27 28 29 30 31 32 3334 35
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SAMEA2737697 b1 _ct78 vs2:8,893-31,155 (+)

holin (CDS_0028)

18 1920 21 22 23 24 25 26 27 T 29 30 31 32
e DD -GEEDEEDDED B EED D00
ivig_268:8,893-25,831 (+)
PDC-M69A_WP_216276383.1 (CDS_0036)
12 minor tail protein (CDS_0016) 17 18 20 21 22 23 24 25 26 27 2829 30 35 T 37
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uvig_243387:8,366-31,742 (+)

9000 nt !
DNA, RNA and nucleotide metabolism lysis tail transcription regulation unknown function defence (PADLOC)
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