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DNA methyltransferase

uvig_156159: 21, 436 34,133 (+)
Reverse transcriptase (CDS_0028) integrase (CDS_0038)
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uvig_201585:21,119-34,487 (+)
30 31 32 3334 35 36 37 38 39
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IMGVR_UViG_3300045988_049729|3300045988|Ga0495776_116789:21,251-34,619 (+)

transglycosylase (CDS_0031)
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IMGVR_UViG_3300045988_067056|3300045988|Ga0495776_029771:21,378-33,826 (+)
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MGV-GENOME-0302451:21,378-33,826 (+)
26
22 23 24 ZST 27 2829 30 31 32 33

uvig_596122:11,125-24,734 (+)
30 31 32 33 3435 36 37 38 39 40 41 42 43 44 45 46 47

uvig 291217:20,984-39,472 (+)
30 31 32
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IMGVR_UViG_3300045988_057454|3300045988|Ga0495776_099480:21,247-30,340 (+)
Siderophore-dependent iron uptake system (VF0738) (CDS_0042)
Sigma M (VF0822) (CDS_0040)
31 32 33 3435 3637 38 39 41 integrase (CDS_0043)44 50 51 52

uvig 188108:20,985-39,950 (+)
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