retron_type_VI_hth_cluster2_1 (CDS_0038) Rha-like transcriptional regulator (CDS_0043)
35 36 37 T 39 40 4 42 44 45 46 47

IMGVR_UViG_3300029754_000221|3300029754|Ga0243778_100006|198596-240761: 23,830-31,623 (+)
35 36 37 42 44 45

|

IMGVR_UViG_3300029495 000315|3300029495\Ga0244015 1000069(14044-54473:22,618-33,018 (+)

transcriptional regulator (CDS_0038)
35 36 37 39 41 42 43

IMGVR_UVIiG_ 3300008077 _000032|3300008077|Ga0105964_ 1000640 23,598-32, 544 (+)
39 40 41 47

IMGVR _UViG_3300023492_000224|3300023492|Ga0257037_100005|2022-43990: 22,783-34,523 (+)
retron_type_VI_hth_cluster2_1 (CDS_0052)
PDC-505_WP_205747975.1 (CDS_0049)
51 50 48 46 45 44

I I

SAMNOSB26961 al CtA6667 vs 1. 29.348.39.262 ()
Retron_VI_HTH (CDS_0038)

37 [ 39 4041 44 45 46 47

I E— — E—
IMGVR_UViG_3300035645_000060|3300035645|Ga0134409_00387: 23,738-31,741 (+)

35 36 37

MGV-GENOME-0277324:22,962-30,427 (+)
retron_type_VI_hth_cluster2_1 (CDS_0038)
39 40 41 42 49

IMGVR_UViG_3300029432_000428|3300029432|Ga0243805_100114(77961-120872:23,827-32,373 (+)
retron_type_VI_hth_cluster2_1 (CDS_0036)
37 38 39

i

IMGVR_UViG_3300023716_000146|3300023716|Ga0257047_10031(|47545-89362: 23,411-31,277 (+)
4000 nt i
DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)




