endonuclease (CDS_0050) single strand DNA binding protein (CDS_0054)
42 43 44 45 46 47 48 49 exonuclease (CDS_0051) 52 53 DNA polymerase (CDS_0055)

e
IMGVR_UViG_3300045988_021815|3300045988|Ga0495776_098394: 30,828-40,781 (+)
HEase_00016 homing (CDS_0040)
38 39 41

MG\/ GENOME 0274955:25,949-35,911 (+)
47 48 endonuclease (CDS_0049)

i
I
|

IMGVR_UViG_3300045988 017553|3300045988|Ga0495776_117385:31,620-41,205 (+)
48 49 endonuclease (CDS_0050)

[ E—
MGV-GENOME-0297893:30,828-40,781 (+)
52
49 50 51[ endonuclease (CDS_0053)

IMGVR UViG_2814123278 _000003|2814123278|2814191027: 31 619-41,448 (+)
39 40 41 42 DNA primase

MGV-GENOME-0274539: 25,977-35,807 (+)
34 35 36 endonuclease (CDS_0037)

MGV-GENOME-0249858:21,548-31,387 (+)
HEase_00016 homing (CDS_0052)
48 50 51 endonuclease (CDS_0053)

T
IMGVR_UViG_2893062175_000008|2893062175|2893062196|408774-454627:30,580-40,521 (+)

40 41 42
I — I N — e
MGV-GENOME-0272392:26,178-35,894 (+)
41 44 48 49 endonuclease (CDS_0050)

N — e ———— T~ ———————r——
IMGVR_UViG_3300008301_000005|3300008301|Ga0114871_100238: 30,365-40,393 (+)
38 39 40 endonuclease (CDS_0041)

— — e B R S
MGV-GENOME-0273420: 25,275-35,003 (+)

32 38 39 40 endonuclease (CDS_0041)

MGV-GENOME-0273381:24,813-34,997 (+)
46 47 endonuclease (CDS_0048)

I E— e . e T —————————————————————
IMGVR_UViG_3300045988_052514|3300045988|Ga0495776_014576:29,364-39,303 (+)
48 49 endonuclease (CDS_0050)

e —|
IMGVR_UViG_3300045988_028135|3300045988|Ga0495776_097502: 30,890-40,413 (+)
site-specific recombination directionality factor RDF (CDS_0030) 31 32 endonuclease (CDS_0033)

| —
MGV-GENOME-0243658: 20,000-29,845 (+)
site-specific recombination directionality factor RDF (CDS_0040) 41 42 43

I
MGV-GENOME-0275978: 25,375-35,219 (+)
46 47 endonuclease (CDS_0048)

- ==
IMGVR_UViG_3300035647_000036/3300035647|Ga0134431 00497:29,902-39,331 (+)

site-specific recombination directionality factor RDF (CDS_0056)
52 57 HEase_00016 homing (CDS_0058)

I S
MGV- GENOME 0315065:36,072-46,516 (+)
HEase_00016 homing (CDS_0058)
site-specific recombination directionality factor RDF (CDS_0056) 57 exonuclease (CDS_0059) DNA primase (CDS_0064)

1 e S
IMGVR _UViG_3300045988_060224|3300045988|Ga0495776_095432:36,072-48 348( )
site-specific recombination directionality factor RDF (CDS_0055) 56 57 endonuclease (CDS_0058)

Rampelli_| Norman _08_NODE_156_length_52250_cov_33.360839: 36,508-46 753( )
site-specific recombination directionality factor RDF (CDS_0046) 47 48 endonuclease (CDS_0049)

SAMN11893721 _al _ct26857:30,330-40,578 (+)
site-specific recombination directionality factor RDF (CDS_0038) 39 40 41 44 45

MGV- GENOME 0269667:24,584-36,724 (+)

IS
IS

46 47 endonuclease (CDS_0048)

Bl D —————————————————————————————————
IMGVR_UViG_3300008744_000003|3300008744|Ga0114025_1000428: 30,386-39,962 (+)
42 44 45 endonuclease (CDS_0046)

I E— —
SRS147557_al_ct7460_vs1: 26,270-36,299 (+)

— — — —— ]
MGV-GENOME-0291235:29,869-39,606 (+)

49 50 51 endonuclease (CDS_0052)

MG\/ GENOME 0301200: 31,635-43,392 (+)
47 48 endonuclease (CDS_0049)

e
\MGVR UViG_3300045988_018206|3300045988|Ga0495776_015284:31,245-42,704 (+)
38 39 40

— e ' ]
MGV-GENOME-0265094:24,014-35,957 (+)

53 54 55 endonuclease (CDS_0056)

- ———— ———— — e e e e e e e e T P e e e e e
MGVR_UViG_3300014757_000039|3300014757|Ga0134375_100149: 35,990-47,687 (+)

47 48 49 endonuclease (CDS_0050)

IMGVR UViG_3300045988_015919|3300045988|Ga0495776_132645:29,283-40,964 (+)
site-specific recombination directionality factor RDF (CDS_0047) 48 49 50

MGV- GENOME 0297630:30,272-42,056 (+)

HEase_00016 homing (CDS_0039)
37 38 40

I
MGV-GENOME-0276136:26,191-38,038 (+)
HEase_00016 homing (CDS_0050)
41 42 48 49 endonuclease (CDS_0051)

IMGVR_UViG_3300045988_017442|3300045988|Ga0495776_006705: 30,278-40,614 (+)
HEase_00016 homing (CDS_0049)
HNH endonuclease (CDS_0044) 47 48 _endonuclease (CDS_0050)

1 e N
IMGVR_UViG_3300029129_000011|3300029129|Ga0168797_100465: 30,588-41,291 (+)
28 29 30 35 36 endonuclease (CDS_0037)

N
MGV-GENOME-0258230:22,799-32,835 (+)
40 46 48 49

— I E— — I S [ E—
IMGVR _UViG_3300045988 023241|3300045988|Ga0495776_098196:29,904-38,598 (+)

g
o !

MGV-GENOME-0297472:29,904-38,598 (+)
4000 nt !
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (PADLOC)
I




