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SspD_00001 SspD (CDS_0036)

IMGVR_UViG_3300007210_000022|3300007210|Ga0103359_100444: 23,472-32,284 (+)
tail protein (CDS_0022) SspD_00001 SspD (CDS_0030)

MGV-GENOME-0269667:18,370-28,491 (+)
39 41 antitoxin from a toxin-antitoxin system (CDS_0042)
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IMGVR_UViG_2893062175_000008|2893062175/2893062196|408774-454627:25,593-33,085 (+)
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SspD_00001 SspD (CDS_0038)
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SspD_00001 SspD (CDS_0032)
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SspD_00001 SspD (CDS_0039)

IMGVR_UVIiG_ 3300045988 _023255|3300045988|Ga0495776 054271 26,417-32,314 (+)
SspD_00001 SspD (CDS_0030)
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MGV-GENOME-0303258: 24,149-33,775 (+)
DNA repair protein (CDS_0033) 37
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IMGVR UViG_3300045988 032721|3300045988\Ga0495776 147992:24,149-34,140 (+)
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IMGVR_UViG_3300045988_041103|3300045988|Ga0495776_016004:24,166-33,904 (+)
4000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)
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