
IMGVR_UViG_3300045988_052514|3300045988|Ga0495776_014576: 25,381-33,383 (+)

32 33 34
UmuD-like protein (CDS_0035)

36 37 38 39 40 41 42 43 44 45

MGV-GENOME-0273381: 20,496-28,763 (+)

27 28 32

IMGVR_UViG_3300045988_012085|3300045988|Ga0495776_137535: 25,545-35,979 (+)

34 40 44 46
endonuclease (CDS_0047)

exonuclease (CDS_0048)

MGV-GENOME-0265094: 20,859-28,056 (+)

28 SspD_00001 SspD (CDS_0030) 32

MGV-GENOME-0227721: 14,712-21,204 (+)

23 25

IMGVR_UViG_3300045988_023241|3300045988|Ga0495776_098196: 27,995-34,299 (+)

42 44 46

IMGVR_UViG_3300029785_000004|3300029785|Ga0243763_1000441: 35,968-44,616 (+)

52 54 55 57 59

IMGVR_UViG_3300045988_017553|3300045988|Ga0495776_117385: 26,301-34,134 (+)

33 SspD_00001 SspD (CDS_0039) 41

MGV-GENOME-0234179: 13,761-21,409 (+)

SspD_00001 SspD (CDS_0023)

MGV-GENOME-0274786: 18,557-28,452 (+)

tail protein 24 SspD_00001 SspD (CDS_0031)

MGV-GENOME-0301200: 26,961-34,140 (+)

41

IMGVR_UViG_3300007210_000022|3300007210|Ga0103359_100444: 23,472-32,284 (+)

SspD_00001 SspD (CDS_0036)

MGV-GENOME-0269667: 18,370-28,491 (+)

tail protein (CDS_0022) SspD_00001 SspD (CDS_0030)

IMGVR_UViG_2893062175_000008|2893062175|2893062196|408774-454627: 25,593-33,085 (+)

39 41 antitoxin from a toxin-antitoxin system (CDS_0042)

MGV-GENOME-0301534: 25,608-33,469 (+)

SspD_00001 SspD (CDS_0041)

MGV-GENOME-0298284: 25,541-33,355 (+)

SspD_00001 SspD (CDS_0038)

MGV-GENOME-0275978: 18,239-27,877 (+)

SspD_00001 SspD (CDS_0032)

IMGVR_UViG_3300045988_023255|3300045988|Ga0495776_054271: 26,417-32,314 (+)

SspD_00001 SspD (CDS_0039)

MGV-GENOME-0274955: 18,407-28,454 (+)

SspD_00001 SspD (CDS_0030)

MGV-GENOME-0276136: 18,476-29,729 (+)

SspD_00001 SspD (CDS_0030)

IMGVR_UViG_3300045988_060224|3300045988|Ga0495776_095432: 31,200-39,979 (+)

47 SspD_00001 SspD (CDS_0048)

SAMN11893721_a1_ct26857: 25,459-34,237 (+)

SspD_00001 SspD (CDS_0038)

MGV-GENOME-0292784: 25,427-33,019 (+)

SspD_00001 SspD (CDS_0041)

MGV-GENOME-0291235: 25,237-33,688 (+)

40

SRS147557_a1_ct7460_vs1: 20,802-30,096 (+)

29 32 33 SspD_00001 SspD (CDS_0036)

SAMEA2579916_a1_ct31288_vs1: 23,964-34,912 (+)

29 30 endolysin (CDS_0031) 32 33 35 37

IMGVR_UViG_3300035647_000036|3300035647|Ga0134431_00497: 23,760-30,573 (+)

36

IMGVR_UViG_3300029884_000069|3300029884|Ga0245328_100451: 27,524-32,971 (+)

41 42

MGV-GENOME-0302417: 23,925-32,355 (+)

34 35 39 40

MGV-GENOME-0303258: 24,149-33,775 (+)

33 34 35 37

IMGVR_UViG_3300045988_032721|3300045988|Ga0495776_147992: 24,149-34,140 (+)

DNA repair protein (CDS_0033) 37

MGV-GENOME-0297222: 24,166-33,904 (+)

33 39

IMGVR_UViG_3300045988_041103|3300045988|Ga0495776_016004: 24,166-33,904 (+)

33 39

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)


