
IMGVR_UViG_3300039373_000036|3300039373|Ga0169815_0005|205609-249431: 22,750-32,863 (+)

22
holin (CDS_0023)

24 25

tRNA-Asn(GTT)

26 27 28 29 30 31 32
33

34 35 36 37 38 39

uvig_124254: 22,750-32,797 (+)

25 30 31

TemPhD_cluster_41126: 22,382-33,314 (+)

holin (CDS_0021) 24 29 30 31 32 35

IMGVR_UViG_2660238337_000003|2660238337|2660293593|361842-404711: 21,527-32,235 (+)

27 28 29 30

IMGVR_UViG_2721755762_000003|2721755762|2721801425|1639324-1684705: 24,245-33,825 (+)

30 31
33

34 39

TemPhD_cluster_31818: 25,214-35,902 (+)

28 29 34 35 38

IMGVR_UViG_2505313015_000003|2505313015|2505327384|1551155-1594067: 22,091-31,645 (+)

27 28 30 31

IMGVR_UViG_2660238081_000001|2660238081|2660261271: 21,538-31,475 (+)

23 27 28

IMGVR_UViG_2519899777_000002|2519899777|2519959734|1547952-1592083: 22,050-35,374 (+)

26 28 29 30
DrmD_00013 DrmD (CDS_0031)

transposase (CDS_0032) 33 34

IMGVR_UViG_2700989132_000002|2700989132|2701003386: 23,248-34,234 (+)

27 IraAB (VF0293) (CDS_0028)
metallo-phosphoesterase (CDS_0029)

integrase (CDS_0030) 32 33

IMGVR_UViG_2505119028_000002|2505119028|2505169903|633043-677965: 22,782-33,601 (+)

DrmD_00013 DrmD (CDS_0027) transposase (CDS_0028) 30 31

TemPhD_cluster_41440: 22,560-33,092 (+)

26 27 28 Sak4-like ssDNA annealing protein (CDS_0034)

IMGVR_UViG_2700989151_000005|2700989151|2701005187|46073-86501: 19,150-30,645 (+)

18 23 24
anti-repressor (CDS_0027)

28

5000 nt
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