holin (CDS_0023)
holin (CDS_0021) transposase (CDS_0028) 33
18 19 20 22 integrase (CDS_0024) 25 26 27 29 30 31 32134 35 36

é

IMGVR_UViG_2660238146_000001(2660238146|2660269817:19,219-34,092 (+)
25 26 27 transposase (CDS_0028)

IMGVR_UVIG_2663763418_000001|2663763418|2663857167:19,219-33,797 (+)
21 28 29 31 35

TemPhD_cluster_31818:20,516-33,954 (+)
tRNA -Asn(GTT)
7 24 25 27 28 31

-

I — — I ——— —
IMGVR_UViG_3300039373 000036|3300039373\630169815 0005|205609 249431 19,022-30,732 (+)
24 25

I ——— R
uvig_124254:19,022-30,666 (+)

I S I S B
IMGVR_UVIG_2721755762_000003|2721755762]2721801425|1639324-1684705; 19,869-30,926 (+)
24

i

TemPhD_cluster_41126:18,976-28, 678( )
25 26

IMGVR_UViG_2519899777_000002|2519899777|2519959734[1547952-1592083: 19,189-28,741 (+)
DrmD_00013 DrmD (CDS_0027)
25 26 transposase (CDS_0028) 31 33 34

IMGVR_UViG_2505119028_000002|2505119028|2505169903|633043-677965:19,152-32,530 (+)
metallo-phosphoesterase (CDS_0029)
27 IraAB (VF0293) (CDS_0028) integrase (CDS_0030)

?

I . . L L
IMGVR_UViG_2700989132_000002|2700989132|2701003386: 19,921-33,152 (+)
holin (CDS_0022)
16 19 123

—
uvig_424436:18,152-30,137 (+)

IMGVR_UViG_2660238081_000001(2660238081|2660261271:19,052-29,076 (+)

5000 nt i
integration and excision lysis other tail unknown function defence (PADLOC) virulence (VFDB) tRNA
N — L] I




