tRNA-GIn(TTG) HNH endonuclease (CDS_0076)
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MGV-GENOME-0367542:57,317-65,523 (+)

HNH endonuclease (CDS_0078)
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MGV-GENOME-0368022: 57,790-66,390 (+)
HNH endonuclease (CDS_0073) HEase_00016 homing (CDS_0077) polynucleotide kinase (CDS_0082)
|
£ [ ——C HO—CRICRKKHICRRRIC |G O ¢ { |
- - - - - 1 1] - |
MGV-GENOME-0369249:57,199-66,576 (+)
HNH endonuclease (CDS_0060) HEase_00016 homing (CDS_0064)
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Rampelli_10017_NODE_22_length_100691 cov_20.401546:45,495-55,006 (+)
k 3000 nt !
DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) tRNA pseudogene
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