
IMGVR_UViG_3300029127_000075|3300029127|Ga0168774_101532: 861-7,469 (+)

2 3 4 5 6 7 8 9 10

Norman_163_NODE_12_length_13509_cov_94.955329: 1-8,323 (+)

terminase large subunit (CDS_0001)
transcriptional regulator (CDS_0005)

6 portal protein

IMGVR_UViG_3300008692_000001|3300008692|Ga0113555_1000254: 13,139-13,468 (+); 1-8,228 (+)

retron_type_VI_hth_cluster2_1 (CDS_0005)
retron_type_VI_hth_cluster2_1 (CDS_0006)

19

uvig_34133: 1-9,542 (+)

5 9 10 12

uvig_75017: 1-9,884 (+)

tail terminator (CDS_0002) 5 6 7
Retron_VI__HTH (CDS_0008)

10

MGV-GENOME-0078354: 13,483-13,839 (+); 1-9,865 (+)

6 Retron_VI__HTH (CDS_0007)

IMGVR_UViG_3300029435_000399|3300029435|Ga0243745_1001044|9761-24642: 1-8,819 (+)

4 5 transcriptional repressor (CDS_0007)
retron_type_VI_hth_cluster2_1 (CDS_0008)

IMGVR_UViG_3300029445_000460|3300029445|Ga0243741_1001011|4504-19026: 1-8,459 (+)

4

uvig_167315: 1-8,252 (+)

4

IMGVR_UViG_3300029788_000322|3300029788|Ga0243743_1000179|62535-77839: 1-9,241 (+)

4 5 6 7

IMGVR_UViG_3300029795_000417|3300029795|Ga0243742_1000982|3-14458: 1-9,321 (+)

4 5 6 7
transcriptional repressor (CDS_0008)

retron_type_VI_hth_cluster2_1 (CDS_0009)

SRS147652_a1_ct7742: 1-8,210 (+)

4 5
transcriptional regulator (CDS_0006)

retron_type_VI_hth_cluster2_1 (CDS_0007)

uvig_390252: 1-14,732 (+)

4 5 6 7
vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0008)

9 10

uvig_164581: 1-13,821 (+)

4 5 ATP-dependent protease (CDS_0006) 7 thymidine kinase (CDS_0008) 10

MGV-GENOME-0097423: 1-6,006 (+)

2

MGV-GENOME-0072693: 1-5,761 (+)

2 6 7

5000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) AMR (AMRFinderPlus) tRNA


