Alt-like RNA polymerase ADP-ribosyltransferase (CDS_0023)
antitoxin from a toxin-antitoxin system (CDS_0019)
ribonuclease toxin of AT system (CDS_0020)

baseplate wedge subunit (CDS_0022)

tail terminator tail fiber protein (CDS_0025) head closure (CDS_0028) tail protein (CDS_0031)
|18 | | 21 24 26 27 29 30 32 33
e et —————————— T ————————— e T —————————————— .| _____________________§N |
IMGVR_UViG_2636415670_000002|2636415670|2636445867|1828298-1864769: 16,550-29, 192( )
25 26 27 30 31 integrase (CDS_0035)

TemPhD_cluster_62212: 16,550-30,581 (+)
20 25 26 27

N
TemPhD cluster_51085:16,917-30,479 (+)
19 tail protein (CDS_0026) 27 28 29 33

TemPhD_cluster_43525:15,619-29,986 (+)
26 27 28

IMGVR_UVIG_2657245428_000001|2657245428|2657298650|441260-477571:15,698-27,357 (+)
18 19 tail protein (CDS_0024) 25 26 30

TemPhD cluster_18590: 13,532-26,445 (+)
tail collar fiber protein (CDS_0022)
15 20 21 23 tail protein (CDS_0027)

- __  ____ - """\ —— - —_————— e
IMGVR_UViG_3300011886_000057|3300011886|Ga0122109_100030|34949-69367: 11,643-24,790 (+)
tail fiber protein (CDS_0023) 24 tail collar fiber protein (CDS_0025)

TemPhD_cluster_37543 : 14,662-27,568 (+)
virion structural protein (CDS_0020) tail collar fiber protein (CDS_0021)

IMGVR _UViG_3300035562_000038|3300035562|Ga0376655_0000128: 12,546-24,348 (+)
tail fiber protein (CDS_0019) 20 21

I
TemPhD_cluster_51937:11,699-24,524 (+)
22 23 24

e o T ——————————————————————————ysrer e T —————
IMGVR_UViG_2627853940_000002|2627853940(2627901687|721173-755805: 14,664-27,097 (+)
22 23 tail collar fiber protein (CDS_0024)

.
IMGVR_UViG_3300011800_000010|3300011800|Ga0122206_100002|409017-450826: 13,491-27,093 (+)
20 21 22 23

—
TemPhD_cluster_43818:12,443-25,113 (+)
tail fiber protein (CDS_0020) 21

I [ N ——
IMGVR_UViG_3300032031_000655|3300032031|Ga0326364_1047310|285841-316777:12,561-22,849 (+)
22 23 tail protein (CDS_0024)

— Y e —
TemPhD_cluster_43333:14,531-27,246 (+)

22 23 tail protein (CDS_0024)

N 1 A A
IMGVR_UViG_2859331516_000001|2859331516]2859331516|63965-98908: 13,492-26,422 (+)
21 22 tail fiber protein (CDS_0023)

I ) A
IMGVR UVIG_2876677926_000004|287667792612876677927|653610-687740: 12,544-26,004 (+)
tail fiber protein (CDS_0021) 22 tail fiber protein (CDS_0023)

TemPhD_cluster_62041: 13,275-26,450 (+)
20 21 tail protein (CDS_0022)

IMGVR_UViG_2878972309_000002|2878972309|2878972310|588295-622415: 12,538-25,569 (+)
EPS depolymerase (CDS_0020) 21 22 23

I
TemPhD_cluster_51478:12,946-26,142 (+)
21 22 tail fiber protein (CDS_0023)

IMGVR_UViG_3300036834_000337|3300036834|Ga0376699_0000001|1772953-1807475: 12,036-25,735 (+)
14 19 20 21 22

TemPhD_cluster_61822:13,042-27,196 (+)
1718 23 24 25 26

IMGVR_UVIG_2869546299_000001|286954629912869546299|587393-622518:12,577-25,853 (+)
tail spike protein (CDS_0020) 21 22 28

|
TemPhD_cluster_62416:12,009-28,193 (+)
6000 nt i
connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
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