
TemPhD_cluster_43333: 34,036-36,599 (+); 1-12,048 (+)

baseplate wedge tail fiber protein connector (CDS_0001)

transcriptional regulator (CDS_0002)
Effector_00050 2TM (CDS_0003)

Cyclase_00009 oligonucleotide-cyclase (CDS_0004)

Aga_Nuclease (CDS_0005)
portal protein (CDS_0006) 7 8 9 1040

41

DksA-like zinc-finger protein (CDS_0042)

oMTase_00018 orphan (CDS_0043)
RNA-binding protein (CDS_0044)

DrmMII_00008 DrmMII (CDS_0045)

TemPhD_cluster_62041: 33,873-36,433 (+); 1-10,780 (+)

Effector_00050 2TM (CDS_0003) Cyclase_00009 oligonucleotide-cyclase (CDS_0004)40

TemPhD_cluster_51478: 31,419-34,827 (+); 1-10,457 (+)

3DNA polymerase exonuclease subunit (CDS_0041)

TemPhD_cluster_62416: 31,392-34,993 (+); 1-9,517 (+)

343 45

TemPhD_cluster_37543_: 32,577-35,697 (+); 1-12,181 (+)

Rst_3HP__Hp3 (CDS_0003)
Rst_3HP__Hp2 (CDS_0004)

Rst_3HP__Hp1 (CDS_0005)
38

IMGVR_UViG_2627853940_000002|2627853940|2627901687|721173-755805: 2,531-12,181 (+)

Rst_3HP__Hp3 (CDS_0003)
Rst_3HP__Hp2 (CDS_0004)

Rst_3HP__Hp1 (CDS_0005)

TemPhD_cluster_43818: 29,094-33,503 (+); 1-9,327 (+)

1 236 42 43
RNA-binding protein (CDS_0044)

45

IMGVR_UViG_2657245428_000001|2657245428|2657298650|441260-477571: 1-10,603 (+)

1 2 3 4

IMGVR_UViG_3300035562_000038|3300035562|Ga0376655_0000128: 1-9,397 (+)

nicking at origin of replication (CDS_0001)
2

IMGVR_UViG_3300036834_000337|3300036834|Ga0376699_0000001|1772953-1807475: 2,525-9,545 (+)

3 4

IMGVR_UViG_3300011800_000010|3300011800|Ga0122206_100002|409017-450826: 2,531-11,004 (+)

3
RosmerTA__RmrT_2585209417 (CDS_0004)

RosmerTA__RmrA_2585209417 (CDS_0005)

IMGVR_UViG_2859331516_000001|2859331516|2859331516|63965-98908: 2,531-11,616 (+)

RosmerTA__RmrT_2585209417 (CDS_0003)
RosmerTA__RmrA_2585209417 (CDS_0004)

5 10

TemPhD_cluster_61822: 33,893-37,295 (+); 1-11,629 (+)

3 portal protein (CDS_0004)45 46 47

TemPhD_cluster_51085: 35,468-36,489 (+); 1-14,922 (+)

DNA ligase (CDS_0002) 4 5 845

TemPhD_cluster_18590: 31,171-32,192 (+); 1-11,537 (+)

4 5

TemPhD_cluster_43525: 34,717-35,687 (+); 1-13,624 (+)

4 5 6

TemPhD_cluster_51183: 35,042-36,063 (+); 1-14,707 (+)

3 5 HerA_00002 (CDS_0006)
DUF4297_00001 (CDS_0007)

8

IMGVR_UViG_2636415670_000002|2636415670|2636445867|1828298-1864769: 1-14,549 (+)

GajB_00014 UrvD (CDS_0004) GajA_00030 AAA (CDS_0005) 6 9

TemPhD_cluster_62212: 33,698-35,777 (+); 1-14,549 (+)

GajB_00014 UrvD (CDS_0004) GajA_00030 AAA (CDS_0005) 647

IMGVR_UViG_2869891414_000001|2869891414|2869891414|433890-467829: 1-12,347 (+)

2 4 6 8

IMGVR_UViG_638341239_000007|638341239|638363549|45678-79600: 1-12,896 (+)

PDC-S47_WP_162033884.1 (CDS_0004)
PDC-S31_WP_063883643.1 (CDS_0005)

IMGVR_UViG_2706794624_000001|2706794624|2706816603|78629-113745: 1-13,213 (+)

Retron_XI__RT_11 (CDS_0004)
5 PD-T7-1_WP_205975857.1 (CDS_0006)

IMGVR_UViG_2869546299_000001|2869546299|2869546299|587393-622518: 2,603-11,157 (+)

3 5 6 7

6000 nt

DNA, RNA and nucleotide metabolism head and packaging other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


