
IMGVR_UViG_3300036834_000337|3300036834|Ga0376699_0000001|1772953-1807475: 20,770-31,672 (+)

tail protein (CDS_0026)
tail length tape measure protein (CDS_0027)

tail protein (CDS_0028)
tail protein (CDS_0029)

transcriptional regulator (CDS_0030)

integrase (CDS_0031) 32
capH (CDS_0033)

Cox-like excisionase and repressor (CDS_0034)

35 36 37 38 39 40 DksA-like zinc-finger protein (CDS_0041)

TemPhD_cluster_62416: 20,571-31,610 (+)

29 capH (CDS_0032)
Arc-like repressor (CDS_0033)

IMGVR_UViG_3300036782_000028|3300036782|Ga0376654_0000227: 18,997-30,672 (+)

24 head closure (CDS_0025)
transcriptional regulator (CDS_0030)

31 32 tRNA-Leu(TAA) 35 36 37

TemPhD_cluster_43333: 22,812-34,233 (+)

tail protein (CDS_0029)
transcriptional regulator (CDS_0031)

32 34 35 36

TemPhD_cluster_62041: 22,018-34,070 (+)

30 31 32

TemPhD_cluster_61822: 23,421-34,111 (+)

30 31
DNA ligase (CDS_0033)

34 35 Arc-like repressor (CDS_0036)

TemPhD_cluster_51478: 22,367-31,616 (+)

32 Arc-like repressor (CDS_0035)

IMGVR_UViG_2859331516_000001|2859331516|2859331516|63965-98908: 22,649-31,301 (+)

32

TemPhD_cluster_43818: 21,719-30,424 (+)

capH (CDS_0033)
Arc-like repressor (CDS_0034)

IMGVR_UViG_3300011800_000010|3300011800|Ga0122206_100002|409017-450826: 22,659-37,887 (+)

transcriptional regulator (CDS_0031) 32 33 DS-39__DS-39 (CDS_0034)

IMGVR_UViG_3300032031_000655|3300032031|Ga0326364_1047310|285841-316777: 18,415-27,009 (+)

transcriptional regulator (CDS_0028)

IMGVR_UViG_2869546299_000001|2869546299|2869546299|587393-622518: 21,419-32,279 (+)

transcriptional regulator (CDS_0033)
34

IMGVR_UViG_3300011886_000057|3300011886|Ga0122109_100030|34949-69367: 20,356-33,111 (+)

transcriptional regulator (CDS_0029)
cold shock protein (CDS_0030)

31 32
integrase (CDS_0033)

DNA ligase (CDS_0034)

transcriptional regulator (CDS_0035)

36
DNA polymerase exonuclease subunit (CDS_0042)

oMTase_00018 orphan (CDS_0043)

IMGVR_UViG_3300035562_000038|3300035562|Ga0376655_0000128: 19,914-31,586 (+)

transcriptional regulator (CDS_0028)

integrase (CDS_0029)
DNA ligase (CDS_0030)
transcriptional regulator (CDS_0031)

32

6000 nt

DNA, RNA and nucleotide metabolism connector integration and excision other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) tRNA


