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IMGVR_UViG_3300011800_000010|3300011800|Ga0122206_100002|409017-450826: 37,421-41,808 (+)
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IMGVR_UViG_2859331516_000001|2859331516/2859331516|63965-98908: 30,336-34,942 (+)
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IMGVR_UViG_3300036834_000337|3300036834|Ga0376699_0000001|1772953-1807475:26,953-32,496 (+)
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TemPhD_cluster_62416:27,186-33,280 (+)
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