
IMGVR_UViG_2878972309_000002|2878972309|2878972310|588295-622415: 29,247-34,119 (+)

35 36 37

DksA-like zinc-finger protein (CDS_0038)
DNA polymerase exonuclease subunit (CDS_0039)

oMTase_00018 orphan (CDS_0040)
41 phosphoadenosine phosphosulfate reductase (CDS_0042)

IMGVR_UViG_3300035562_000038|3300035562|Ga0376655_0000128: 28,601-33,338 (+)

39 40 41

IMGVR_UViG_3300011886_000057|3300011886|Ga0122109_100030|34949-69367: 30,125-34,417 (+)

40 44 45

IMGVR_UViG_2876677926_000004|2876677926|2876677927|653610-687740: 29,722-34,129 (+)

42 43 44 45

IMGVR_UViG_3300032031_000655|3300032031|Ga0326364_1047310|285841-316777: 26,528-30,935 (+)

41 42
RNA-binding protein (CDS_0043)

44

IMGVR_UViG_3300036782_000028|3300036782|Ga0376654_0000227: 29,490-35,684 (+)

39 45

RNA-binding protein (CDS_0046)
DrmMII_00008 DrmMII (CDS_0047)

48 49 50

IMGVR_UViG_2876652380_000002|2876652380|2876652381|256954-290322: 28,165-33,367 (+)

39 40 41 DrmMII_00008 DrmMII (CDS_0042)

IMGVR_UViG_3300011800_000010|3300011800|Ga0122206_100002|409017-450826: 37,421-41,808 (+)

42 44 RNA-binding protein (CDS_0048) 49

TemPhD_cluster_62041: 29,875-36,433 (+); 1-2,875 (+)

baseplate wedge tail fiber protein connector (CDS_0001) 2integrase (CDS_0033) 34 35 Cox-like excisionase and repressor (CDS_0036) 40 43
DrmMII_00008 DrmMII (CDS_0044)

IMGVR_UViG_2859331516_000001|2859331516|2859331516|63965-98908: 30,336-34,942 (+)

RNA-binding protein (CDS_0042)
DrmMII_00008 DrmMII (CDS_0043) 44

IMGVR_UViG_3300036834_000337|3300036834|Ga0376699_0000001|1772953-1807475: 26,953-32,496 (+)

32 capH (CDS_0033) 35 36 38 DNA methyltransferase

TemPhD_cluster_62416: 27,186-33,280 (+)

Arc-like repressor (CDS_0033) 37

3000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (PADLOC)


