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uvig 598747:36,466-42,044 (+)
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MGV-GENOME-0320937: 30,764-35,627 (+)
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SAMEA2737745 b1 _ct3 vs2:32,588-37,202 (+)
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21 22 23 tail protein (CDS_0024) 26 2728 2930 31

uvig 137293:15,986-34,543 (+)
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