
MGV-GENOME-0317142: 29,405-35,385 (+)

26 27 28 29
30

31 32 33 34 35 36
dCTP deaminase (CDS_0037)

38 39

MGV-GENOME-0318983: 31,809-37,197 (+)

tRNA-Leu(TAG) 33 34

SAMN10080898_a1_ct67271_vs1: 31,040-36,244 (+)

31 32 33 35 39

uvig_186262: 44,328-49,925 (+)

phosphoheptose isomerase (CDS_0043)
44 45 46

MGV-GENOME-0310940: 32,116-36,962 (+)

31 33 34

MGV-GENOME-0304448: 31,730-36,792 (+)

3132 34 35

MGV-GENOME-0303866: 26,843-30,913 (+)

32 33 34

uvig_598747: 36,466-42,044 (+)

38
39

40 41 42 43

MGV-GENOME-0320937: 30,764-35,627 (+)

29 31 32
33

34 36

SAMEA2737745_b1_ct3_vs2: 32,588-37,202 (+)

29 30 31 32 33 34

uvig_137293: 15,986-34,543 (+)

18 19 20 21 22 23 tail protein (CDS_0024) 26 27 28 29 30 31

7000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail unknown function tRNA


