27
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16 1718 19 20 21 22 23
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uvig_174040: 9,304-34,686 (+)
tail protein (CDS_0024)
20 21 22 23 25 2627

MGV-GENOME-0311199:9,306-33,983 (+)
tRNA-Leu(TAG)
tail protein (CDS_0024) 34
20 21 22 23 25 2627 33 35

|

MGV-GENOME-0318983: 9,302-35,331 (+)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CDS_0030)
22 virion structural protein (CDS_0026)
20 21 T 23 24 25 27 28 29 31 3233

g#

| 5 L 1 N ' | _ |}
uvig_598747:9,311-38,215 (+)
virion structural protein (CDS_0025)
20 21 22 23 24 26 2728 313334 36

MG\/ GENOME-0310940: 9,308-35,760 (+)
34
20 21 22 23 24 25 26 2728 3132[35

MGV-GENOME-0304448: 9,307-34,926 (+)
24 27 chaperonin groEL (CDS_0031) IdeR (VFO300) (CDS_0033)
20 21 22 23 [2526 28 29 30 32 34 3536

|
:
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|
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MGV GENOME-0337771:9,304-42,637 (+)
IdeR (VF0300) (CDS_0022)
21 23 2425

N
o

!4
|

MGV-GENOME-0317142: 9,304-31,648 (+)
tail protein (CDS_0025)
27
20 21 22 23 24 26 29 3334

.

MGV-GENOME-0320937: 9,302-33,727 (+)
tail protein (CDS_0024) 27 30
20 21 22 23 25 26 [ 293133

|

SAMEA2737745 b1 ct3 vs2:9,308-35,335 (+)
nitroreductase (CDS_0033)
31
20 21 22 23] 25 26 27 28 29 30] 32 34 35 36 3738

I
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|

L _§% ' _®§. . __§ . _§/] @ | _§N. ‘T |/
uvig_186262:9,309-46,050 (+)
dCTP deaminase (CDS_0026)
22 24 29 dCTP deaminase (CDS_0037)
20 212325 T27 28730 3233 ]38

MGV-GENOME-0303866: 9,308-30,440 (+)
10000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function virulence (VFDB) AMR (AMRFinderPlus)
I L]

tRNA
—




