
IMGVR_UViG_3300045988_095704|3300045988|Ga0495776_008713: 68,297-78,949 (+)

82 83 84 85 86 87 88 89 90 91 92 93 94 95 96 97 98 99 100

uvig_418232: 69,622-79,244 (+)

90 91 92 93

uvig_351568: 69,456-79,839 (+)

90 91 95 96 97 101

uvig_382503: 68,952-79,261 (+)

85 86 90 91 92 93 94 101

MGV-GENOME-0354430: 68,439-79,055 (+)

90 91 92 93 94

MGV-GENOME-0353437: 67,298-77,479 (+)

92 93 94 95

MGV-GENOME-0345913: 57,941-67,756 (+)

79 80 81

IMGVR_UViG_3300045988_113429|3300045988|Ga0495776_006411: 69,599-79,972 (+)

91 92 93 94 95

MGV-GENOME-0354391: 68,865-79,277 (+)

89 90 91 92 93

IMGVR_UViG_3300045988_156475|3300045988|Ga0495776_006611: 70,214-80,570 (+)

92 93 94 95 96 97

uvig_67446: 69,523-80,854 (+)

88 89 92 93 94 95 96

MGV-GENOME-0356175: 69,523-80,061 (+)

91 92 93 94 95

uvig_316358: 70,411-81,155 (+)

90 92 93 94 95 96 97

MGV-GENOME-0355561: 70,865-80,266 (+)

92 93 94 95 96 97

IMGVR_UViG_3300045988_103848|3300045988|Ga0495776_136941: 69,245-78,859 (+)

89 90 91 92 93

uvig_31747: 69,454-83,222 (+)

87 90 91 92 93 94
transcriptional regulator (CDS_0095)

96

MGV-GENOME-0358289: 69,454-80,783 (+)

90 91 92 93

IMGVR_UViG_3300029058_000004|3300029058|Ga0169611_100140: 72,481-82,527 (+)

86 93 94 95

uvig_21059: 57,721-67,756 (+)

79 80 81

IMGVR_UViG_3300045988_121511|3300045988|Ga0495776_008482: 68,803-79,527 (+)

88 89 90 91 92 95 96

MGV-GENOME-0356329: 71,549-80,999 (+)

90 91 92 96

MGV-GENOME-0354694: 69,160-79,370 (+)

90 91 92 93

MGV-GENOME-0356856: 72,685-81,464 (+)

95 96 97

uvig_559368: 71,517-82,549 (+)

91 Capsule (VF0274) (CDS_0093) 94 101

MGV-GENOME-0348015: 60,724-70,381 (+)

64 65 71 72 73 74 75

uvig_180230: 68,845-79,194 (+)

84 90 91 92 93 98 99

MGV-GENOME-0323248: 41,020-51,199 (+)

59 60 61 62

uvig_503724: 54,581-64,806 (+)

64 70 71 72 73 78

MGV-GENOME-0354592: 68,687-79,243 (+)

91 92 93 94 95 96 101

MGV-GENOME-0334978: 47,650-57,240 (+)

62 63 64

IMGVR_UViG_3300008079_000002|3300008079|Ga0105956_100176: 70,186-80,249 (+)

91 92 93 94 95 96

MGV-GENOME-0349209: 62,022-71,807 (+)

68 74 75 76 77 78 79

uvig_507421: 69,454-78,862 (+)

90 91

uvig_485507: 47,107-57,466 (+)

65 66 67 68

MGV-GENOME-0354431: 68,725-79,046 (+)

85 91 92 93 94 95

MGV-GENOME-0352528: 70,621-80,743 (+)

93 94 95 96 103

MGV-GENOME-0355048: 70,972-79,751 (+)

92 93 94

MGV-GENOME-0355419: 71,085-80,122 (+)

87 88 92
93

94 95 96 97

IMGVR_UViG_3300045988_130167|3300045988|Ga0495776_025600: 70,271-80,656 (+)

91
92 93 94 95 96

uvig_382251: 71,485-81,360 (+)

93 94 95 96 99

MGV-GENOME-0355774: 69,939-80,461 (+)

90 91 92 93 94 95

uvig_395908: 70,090-80,102 (+)

89 90 91 92 93

IMGVR_UViG_3300045988_069838|3300045988|Ga0495776_136866: 68,113-78,631 (+)

91 92 93 94 95 96

MGV-GENOME-0355199: 70,249-79,909 (+)

90 91 92

uvig_539609: 67,939-78,331 (+)

88 89 90 91 92 96

uvig_354943: 69,938-80,112 (+)

90 91 92 93 94 95

MGV-GENOME-0354633: 69,893-79,330 (+)

92 93 94 95 96 100 101

IMGVR_UViG_3300045988_095706|3300045988|Ga0495776_039677: 70,743-80,738 (+)

90 91 93 94 95 96 97

MGV-GENOME-0332104: 45,877-55,608 (+)

55 56 57 60 61 62

IMGVR_UViG_3300045988_114978|3300045988|Ga0495776_008666: 69,425-79,046 (+)

89 91

MGV-GENOME-0339755: 51,200-60,763 (+)

59 65 66 67 68 69

uvig_376612: 67,378-77,488 (+)

82 84 90 91 92

MGV-GENOME-0347768: 59,614-69,724 (+)

82 83 84

MGV-GENOME-0331879: 43,442-55,490 (+)

45
HNH endonuclease (CDS_0046)

47 48 49 53
54

55 56 57

5000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function virulence (VFDB)


