single strand DNA binding protein (CDS_0051)

DNA polymerase UvsX-like recombinase (CDS_0053) SbcD-like subunit of palindrome specific endonuclease (CDS_0056)
T47 48 49 50 HNH endonuclease (CDS_0052) exonuclease (CDS_0054) 55 SbcC-like subunit of palindrome specific endonuclease (CDS_0057)

uvig_453958:49,614-58,119 (+)
53 55

S E— E—
uvig 507421:48,606-55,743 (+)

—y ¢ —— |
MGV GENOME- 0354694 48,744-55 472( )

RusA-like Holliday junction resolvase (CDS_0014)

UV|g_91914 2,144-11, 136( )

UVI&398331 30,247-36, 747( )

uvig_ 339720 47,902-56 299( )

e —
uwg_557717 49,328-54, 998( )

20
————————

. E— I ..
MGV-GENOME-0313679:16,191-22,367 (+)

UvsX-like recombinase (CDS_0054)
s
uvig ! 316358 49,071-56 767( )
20
1 —
UV|g_113986 10,819-15. 804( )
21 DarB-like antirestriction (CDS_0026)

. EE— E—
uvig 542658:12,431-22,256 (+)

53
T N ey B S S B S R

I I
uvig_354943:50,243-58,415 (+)

D S
MGV-GENOME-0343693:50,082-58,258 (+)

56
B T g R— S S R R U W

I E—
MGV-GENOME-0355048:51,301-59,619 (+)

54
I I B e B N Y, S S R w—

I E——
MGV-GENOME-0358289:49,704-58,081 (+)

56
R e Ty B EE— R W——S
MGV-GENOME-0344611:47,873-55,969 (+)
53 58 59
e gy = B B S R S R

I e —
IMGVR_UViG_3300045988_086134|3300045988|Ga0495776_008399:49,652-58,543 (+)

HNH endonuclease (CDS_0049) 44
D T SO Sy W— E— T T — ——— e W S, S—;
uvig_17829:20,810-30,839 (-)
12 HEase_00016 homing (CDS_0017)

|
|
|

w

I 0 N 0 I —
uvig_67654:4,778-14,628 (+)

17 HNH endonuclease (CDS_0018)

uvig_28583:6,637-16,218 (+)
33 HNH endonuclease (CDS_0032)

uvig_207803:11,773-21,337 (-)
18 19 24

uvig_388697:8,604-18,712 (+)
54

MGV-GENOME-0345655:49,704-58,081 (+)
23 HNH endonuclease (CDS_0024) HNH endonuclease (CDS_0029)

—— E—
uvig_177987:10,093-20,248 (+)
56

MGV-GENOME-0356856: 50,282-59,245 (+)
52 55

IMGVR_UViG_3300045988_121511|3300045988|Ga0495776_008482:48,729-58,128 (+)

58
iy O S S —" S S — —
IMGVR_UViG_3300045988_154782|3300045988|Ga0495776_006404: 50,474-58,790 (+)

58
O O, S S — S W— S — —
MGV-GENOME-0355234: 50,474-58,790 (+)

21 HNH endonuclease (CDS_0022)

— —
uvig 111798:9,987-15,078 (+)

55 56
——. ———— —— —— /W

E—— E—
uvig 325593:30,899-37,463 (+)

22 23
e

— E—
uvig_122099:10,911-15,089 (+)

uvig 414842:17,337-21,870 (+)

I B —
uvig_102578:12,856-16,891 (+)
HNH endonuclease (CDS_0028)

— E—
uvig_118272:20,207-25,120 (+)
1

— E—
uvig 372017:1-3,643 (-)
52 55

I R A
MGV-GENOME-0344642:47,916-57,810 (+)
4000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)
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