
OTU_593: 54,008-62,129 (+)
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integrase (CDS_0090)
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OTU_653: 54,071-60,957 (+)

81 82 83 84

SRR5495007_NODE_2_length_64114_cov_28.626344: 53,476-63,318 (+)
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IMGVR_UViG_3300045988_081431|3300045988|Ga0495776_001925: 56,335-65,867 (+)
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IMGVR_UViG_3300008143_000008|3300008143|Ga0114287_100083: 52,743-64,020 (+)
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IMGVR_UViG_3300008732_000005|3300008732|Ga0113984_100079: 55,268-66,931 (+)
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SRS017076_a1_ct8231: 55,268-66,819 (+)
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OTU_761: 52,692-57,731 (+)
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IMGVR_UViG_3300028542_000062|3300028542|Ga0307830_1185: 53,032-56,934 (+)
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IMGVR_UViG_3300008730_000001|3300008730|Ga0113886_1000034: 53,014-57,845 (+)
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MGV-GENOME-0312087: 3,031-7,161 (-)
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integration and excision unknown function


