HNH endonuclease (CDS_0026) DNA methyltransferase (CDS_0035)

endolysin DNA polymerase (CDS_0027) DNA primase (CDS_0032)
|23 24 DNA polymerase (CDS_0025) 28 29 30 31 33 34 36 37
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SRS017076_al ct8231:23,307-34,253 (+)

DNA polymerase (CDS_0025) 29 31
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OTU_653:23,188-34,067 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0044)
28 31 3334 35 36 38 41 42 43
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IMGVR_UViG_3300045988_081431|3300045988|Ga0495776_001925:23,583-39,011 (+)
31 33 38 39 41
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TemPhD_cluster_56304:27,724-35,912 (+)

32 33 34 37 39 40
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IMGVR_UViG_3300045988_100160|3300045988|Ga0495776_009754:26,863-35,304 (+)
6000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function defence (DefenseFinder)
— I




