
IMGVR_UViG_3300028542_000062|3300028542|Ga0307830_1185: 42,079-49,345 (+)

dUTPase (CDS_0052)
53 54

DNA repair exonuclease (CDS_0055)
56 57 58 59 60 61 62 63 64 65

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0066)

SRS016133_a1_ct14373: 41,277-49,044 (+)

53 54 55 56

OTU_653: 42,904-50,166 (+)

54 55

IMGVR_UViG_3300008730_000001|3300008730|Ga0113886_1000034: 41,698-49,354 (+)

50 dUTPase (CDS_0051) 57 58 59

IMGVR_UViG_3300045988_086427|3300045988|Ga0495776_072905: 43,187-50,098 (+)

57 59 60 64 65 66

SRR5495007_NODE_2_length_64114_cov_28.626344: 43,521-51,415 (+)

57 59 61 62

MGV-GENOME-0341741: 45,047-53,159 (+)

59 60 61 62 66 68 69

IMGVR_UViG_3300045988_081431|3300045988|Ga0495776_001925: 45,394-53,159 (+)

59 60 61 62

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)


