unknown function (CDS_0092)

late promoter transcriptional regulator hinge connector of long tail fiber protein distal connector (CDS_0084) anti-sigma factor (CDS_OOBE)
transcriptional regulator (CDS_0080) long tail fiber protein proximal connector (CDS_0083) tail fiber protein (CDS_0086)
81 tail fiber protein proximal subunit (CDS_0082) \ long tail fiber protein distal subunit (CDS_0085) holin (CDS_0087) 89 9091
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NC 055742.1: 55,898-69,507 (+)
long tail fiber protein distal subunit (CDS_0084) tail fiber protein (CDS_0085)

NC 014260.1:56,161-69,491 (+)
long tail fiber protein distal subunit (CDS_0076) tail fiber protein (CDS_0077)

NC 055782.1:52,100-65,500 (+)
anti-restriction nuclease (CDS_0093)

long tail fiber protein distal subunit (CDS_0086)  tail fiber assembly (CDS_0087)
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KPOO7361 1:55,125-68,030 (+)
long tail fiber protein distal subunit (CDS_0087) tail fiber assembly (CDS_0088)
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NC_014792.1:55,919-68,445 (+)
long tail fiber protein distal subunit (CDS_0086) tail fiber assembly (CDS_0087)
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GQ981382.1:54,358-66,604 (+)

5000 nt !
DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
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