
NC_055740.1: 41,509-51,673 (+)

Rz-like spanin (CDS_0059)
Rz-like spanin (CDS_0060)

inhibitor of host transcription (CDS_0061)
RNA ligase and tail fiber protein attachment catalyst (CDS_0062)

63
endonuclease (CDS_0064)
ribonucleotide reductase class Ia beta subunit (CDS_0065)

NrdA-like aerobic NDP reductase large subunit (CDS_0066)

unknown function (CDS_0067)
DS-4__DS-4A (CDS_0068)

69

dihydrofolate reductase (CDS_0070)

71 72
unknown function (CDS_0073)

74

NC_012741.1: 42,843-52,570 (+)

unknown function (CDS_0066) 71

NC_028847.1: 44,654-55,036 (+)

unknown function (CDS_0070) unknown function (CDS_0076)
single strand DNA binding protein (CDS_0077)

NC_055742.1: 44,279-54,875 (+)

Rz-like spanin 69
dihydrofolate reductase (CDS_0070)

71 unknown function (CDS_0073)

HQ829472.1: 41,884-52,421 (+)

60 61
aerobic NDP reductase small subunit (CDS_0067)

HEase_00032 homing (CDS_0068)
ribonucleotide reductase class Ia beta subunit (CDS_0069)

unknown function (CDS_0071)

KP007360.1: 39,790-50,148 (+)

Rz-like spanin (CDS_0059)
inhibitor of host transcription (CDS_0061)

RNA ligase and tail fiber protein attachment catalyst (CDS_0062)
unknown function (CDS_0066)

67

trim_DfrA9-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA9 (NF000109.2) (CDS_0069)

70

KP007362.1: 43,244-53,865 (+)

69
unknown function (CDS_0070)

71

4000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

AMR (AMRFinderPlus)


