single strand DNA binding protein (CDS_0078)
unknown function (CDS_OO7§) late promoter transcriptional regulator (CDS_0081)
homing endonuclease (CDS_0079)

unknown function (CDS_0077) transcriptional regulator (CDS_0082)
74 \ 76 \ DNA helicase loader (CDS_0080) 83 tail fiber protein proximal subunit (CDS_0084)
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NC_014792.1:52,028-61,112 (+)
homing endonuclease (CDS_0079)
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HQB829472.1:51,575-60,856 (+)

unknown function (CDS_0076) homing endonuclease (CDS_0078)
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GQ981382.1:50,359-59,576 (+)
dihydrofolate reductase (CDS_0063)

NrdA-like aerobic NDP reductase large subunit (CDS_0061) homing endonuclease (CDS_0067)
DS-4_DS-4A (CDS_0062) HEase_00030 homing (CDS_0069)
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NC_055782.1:44,379-57,313 (+)

homing endonuclease (CDS_0072)
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NC_031934.1:47,934-58,689 (+)
trim_DfrA9-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA9 (NFO00109.2) (CDS_0069)
unknown function (CDS_0077)
70 71 unknown function (CDS_0076)
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KP007360.1:46,910-53,818 (+)
unknown function (CDS_0077)

KP007361.1:49,556-56,347 (+)
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