
Station168_IZZ_ALL_assembly_NODE_4302_length_23265_cov_30.191038: 5,873-9,159 (+)

gamma-glutamyl cyclotransferase (CDS_0007)
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Station209_SUR_ALL_assembly_NODE_6711_length_13863_cov_64.849435: 10,559-13,861 (-)

252628

Station180_SUR_ALL_assembly_NODE_2590_length_36269_cov_9.711548: 1-3,879 (+)

1

Station173_DCM_ALL_assembly_NODE_5269_length_19209_cov_114.479064: 5,825-8,836 (+)

8 9

Station173_SUR_ALL_assembly_NODE_1230_length_23245_cov_74.062829: 5,873-9,159 (+)

8 9

Station158_SUR_ALL_assembly_NODE_3390_length_25261_cov_246.633143: 20,303-23,514 (-)

2728

Station189_DCM_ALL_assembly_NODE_4040_length_15018_cov_51.352403: 10,374-13,351 (-)

25

Station163_SUR_ALL_assembly_NODE_1346_length_24509_cov_19.911221: 15,013-24,508 (-)

282930GroEL (VF0594) (CDS_0031)32333435363738
39

Station209_MES_ALL_assembly_NODE_4517_length_20188_cov_16.234441: 10,552-20,187 (-)

282930GroEL (VF0594) (CDS_0031)32333435363738
39

Station85_SUR_COMBINED_FINAL_NODE_2702_length_13921_cov_19.092168: 768-4,310 (+)
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Station84_SUR_COMBINED_FINAL_NODE_3890_length_13188_cov_144.742176: 9,612-13,187 (-)

23242526

3000 nt

moron, auxiliary metabolic gene and host takeover unknown function virulence (VFDB)


