
Station178_SUR_ALL_assembly_NODE_2495_length_29413_cov_31.345017: 17,294-29,412 (+)

29 30 31
DNA repair exonuclease (CDS_0032)

33 34 35

Station158_SUR_ALL_assembly_NODE_3390_length_25261_cov_246.633143: 2-12,120 (-)

12

Station168_SUR_ALL_assembly_NODE_3063_length_25304_cov_7.647352: 2-10,645 (-)

1

Station201_DCM_ALL_assembly_NODE_3305_length_18811_cov_32.010450: 11,857-18,810 (+)

28

Station175_SUR_ALL_assembly_NODE_3067_length_27789_cov_21.537824: 14,764-27,787 (+)

31 32

Station201_SUR_ALL_assembly_NODE_2138_length_24750_cov_22.316785: 3-12,990 (-)

12

Station180_SUR_ALL_assembly_NODE_2590_length_36269_cov_9.711548: 12,240-36,268 (+)

29 30 31 32
tail fiber adhesin (CDS_0033)

34 35
virion structural protein (CDS_0036)

37 38 39 40

9000 nt

DNA, RNA and nucleotide metabolism head and packaging tail unknown function


